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KEY PO INT S

� LDHA regulates protein
synthesis during MK
maturation and
proplatelet formation
by directly binding to
eEF2 in an NADH-
dependent manner.

� Targeting LDHA with
stiripentol significantly
promotes the
production of platelets
in the immune
thrombocytopenia
model.

Translation is essential for megakaryocyte (MK) maturation and platelet production.
However, how the translational pathways are regulated in this process remains unknown.
In this study, we found that MK/platelet–specific lactate dehydrogenase A (LdhA)
knockout mice exhibited an increased number of platelets with remarkably accelerated
MK maturation and proplatelet formation. Interestingly, the role of LDHA in MK
maturation and platelet formation did not depend on lactate content, which was the major
product of LDHA. Mechanism studies revealed that LDHA interacted with eukaryotic
elongation factor 2 (eEF2) in the cytoplasm, controlling the participation of eEF2 in
translation at the ribosome. Furthermore, the interaction of LDHA and eEF2 was
dependent on nicotinamide adenine dinucleotide (NADH), a coenzyme of LDHA.
NADH-competitive inhibitors of LDHA could release eEF2 from the LDHA pool, upregulate
translation, and enhance MK maturation in vitro. Among LDHA inhibitors, stiripentol
significantly promoted the production of platelets in vivo under a physiological state and
in the immune thrombocytopenia model. Moreover, stiripentol could promote platelet
production from human cord blood mononuclear cell–derived MKs and also have a

superposed effect with romiplostim. In short, this study shows a novel nonclassical function of LDHA in translation
that may serve as a potential target for thrombocytopenia therapy.

Introduction
Platelets are essential components of peripheral blood and play
key roles in hemostasis, thrombosis, inflammation, tumor
growth, and metastasis.1,2 The normal number of human plate-
lets remains stable at 150 to 450 3 109/L. Thrombocytopenia
increases the risk of vascular, mucosal, and visceral bleeding,
whereas thrombocythemia heightens the risk of thrombotic
events, including stroke, peripheral ischemia, and myocardial
infarction. A variety of factors can contribute to anomalous
platelet counts, inappropriate platelet production being a major
one. Platelets are formed and released into the bloodstream by
precursor cells called megakaryocytes (MKs) that reside within
the bone marrow.3 The production of platelets from MKs under-
goes a series of biological processes, including MK maturation
through endomitosis, membrane system invagination, proplate-
let formation (PPF), and terminal platelet formation and release.4

Among all of the developmental processes, the translation of
messenger RNAs (mRNAs), which results in de novo protein

synthesis, is a critical step.5,6 Because the assembly of ribosomes
consumes large amounts of energy, the metabolism in MKs is
active to meet the high-energy requirement, particularly those
of higher ploidy. Simultaneous deletion of glucose transporters
1 and 3 completely abolished glucose uptake and impaired PPF
from MKs, illustrating the essential role of glucose metabolism
in platelet production.7 However, the underlying mechanisms
remain unclear.

Lactate dehydrogenase (LDH) is an important tetrameric enzyme
that participates in anaerobic and aerobic glycolysis, catalyzing
the interconversion of pyruvate to lactate with nicotinamide ade-
nine dinucleotide (NADH)/NAD1 as a cofactor. LDH is a homo-
or hetero-tetramer molecule of either muscle (M) or heart (H)
subunit, encoded by LdhA (M) and LdhB (H). There are 5 isoen-
zymes of LDH: LDH-1 (4H), LDH-2 (3H1M), LDH-3 (2H2M),
LDH-4 (1H3M), and LDH-5 (5M).8 Each isoenzyme has unique
structures and is found with different combinations in different
tissues.9
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In the current study, mouse platelets only expressed LDH-5 (5M)
encoded by LdhA. In addition, LdhA–/– mice developed an
increase in platelet number caused by accelerated MK matura-
tion and PPF. Mechanism studies revealed that lactate dehydro-
genase A (LDHA) interacted with eEF2 and inhibited protein
synthesis in an NADH-dependent manner. Inhibitors of LDHA
targeting NADH-binding sites could upregulate translation and
promote MK maturation in vitro. Stiripentol, an LDHA inhibitor,
significantly enhanced the production of platelets in vivo under
a physiological state and in the immune thrombocytopenia
mouse model. Moreover, stiripentol could promote platelet pro-
duction from human cord blood mononuclear cell–derived MKs,
and it also has a superposed effect with thrombopoietin recep-
tor agonist romiplostim. The present study reports an unre-
vealed role of LDHA in translation and MK maturation, which
may serve as a new target for thrombocytopenia therapy.

Methods
Antibodies, reagents, mice, and
additional methods
Detailed descriptions of antibodies, reagents, mice, and addi-
tional methods are presented in the supplemental Methods
(available on the Blood Web site).

LDH isoenzyme analysis
LDH isoforms were separated by charge-to-mass ratio in native
polyacrylamide gel electrophoresis. Electrophoresis was per-
formed with pH 8.6 running buffer without sodium dodecyl sulfate
and 40 to 60 V running voltage on ice. Gels were then stained with
LDH staining buffer at room temperature for 5 to 10 minutes. LDH
staining buffer included 2 mM phosphate buffer (pH 7.5), 0.2 mM
5-methylphenazinium methosulfate (Sigma), 3 mM nitro blue tetra-
zolium chloride (Sigma), 200 mM sodium lactate (Sigma), and 2.8
mMNAD (Sigma). Staining buffer was prepared just before use.

Platelet life span assay, platelet clearance and
regeneration
Platelet survival in vivo was measured at different time points
after mouse tail IV injection of sulfo-NHS-LC-biotin (30 mg/g
weight; Pierce). Platelets were collected from mouse orbital
blood and detected with allophycocyanin (APC)-streptavidin
(2 mg/mL; BD) according to flow cytometry.

Basal platelet counts were determined before platelets were
cleared by mice tail vein injection with anti-CD42b monoclonal
antibody (2 mg/g weight; Emfret Analytics). The number of
platelet regeneration was then measured by using a Hemavet
automated hematologic analyzer.

MK differentiation, PPF, and polyploidy assay
Standard experimental methods for MK differentiation, PPF, and
polyploidy assay have been described previously.10 Briefly, fetal
liver cells were isolated from 13.5-day-old mouse embryos and
cultured with 10 ng/mL interleukin 3 (Prospec Bio) and 15 IU/mL
thrombopoietin (TPO) (3SBio). MKs were separated on a bovine
serum albumin gradient (1.5% to 3%) at 37�C for 1 hour and
were seeded onto slides coated with 50 mg/mL fibrinogen
(Sigma) at 37�C. After 12 hours of culture, the MKs were
stained with 10 mg/mL 49,6-diamidino-2-phenylindole (DAPI;
Yeasen) and anti–a-tubulin antibody (1:4000; Sigma). Statistical

analyses were implemented with ImageJ (National Institutes of
Health). For polyploidy assay, MKs were stained with 2 ng/mL
anti–CD41-APC antibody (Invitrogen) and 50 mg/mL propidium
iodide (Invitrogen), 100 mg/mL ribonuclease A (Yeasen), and
0.2% Triton X-100 (Sigma). MK polyploidy was then detected by
using flow cytometry.

Cell-free protein expression assay
Cell-free protein expression was performed with TNT Coupled
Rabbit Reticulocyte Lysate Systems (Promega) including 25 mL
TNT Rabbit Reticulocyte Lysate, 2 mL TNT Reaction Buffer, 1 mL
TNT SP6 RNA Polymerase, 1 mL Amino Acid Mixture (Minus Leu-
cine, 1 mM), 1 mL Amino Acid Mixture (Minus Methionine,1
mM), 1 mL Ribonuclease Inhibitor (40 U/mL; Invitrogen), 1 mg
luciferase DNA template plasmid, and nuclease-free water to a
final volume of 50 mL. According to experimental requirements,
different reagents were supplemented for 30 minutes before
protein synthesis. Protein synthesis was then performed in a
30�C water bath for 90 minutes and was estimated by using a
luciferase assay system (Promega); the program included a
2-second measurement delay followed by a 10-second measure-
ment reading by NOVOstar (BMG LABTECH). MARS data analy-
sis software (BMG LABTECH) was used to calculate average
values.

Statistical analyses
Statistical analyses were implemented with GraphPad Prism 9
(GraphPad Software). Statistical significance was analyzed by
using an unpaired 2-tailed t test, 1-way analysis of variance test,
and 2-way analysis of variance test. Values are represented as
mean 6 standard error of the mean. P , .05 defined significance
(*P, .05, **P, .01, ***P, .001, and ****P, .0001).

Results
LDHA deficiency caused an increase in
platelet number
Glucose metabolism is necessary for platelet activation and
production. To evaluate the metabolic pathway of glucose, met-
abolic flux analysis was performed by using the tracer [U-13C6]-
glucose in platelets. Figure 1A shows that the labeling rates of
glycolysis metabolites were .80%, whereas those of the tricar-
boxylic acid cycle metabolites were ,10%, which confirmed
that glucose metabolism was dominated by anaerobic glycolysis
in platelets. LDH is a key enzyme in anaerobic glycolysis, and
the expression levels of LDH were measured in platelets. We
found that LDH-5 (5M) was the main form of LDH in mouse pla-
telets (Figure 1B). In sharp contrast to the low expression of
LDHB, mRNA and protein of LDHA were highly expressed in
mouse platelets (Figure 1C-D).

To explore the function of LDH in platelets, MK/platelet–specific
LdhA-deficient mice (LdhAf/fPf4-Cre1, LdhA2/2) were created by
using a knockout-first strategy11–13 (Figure 1E). As expected, the
mRNA and protein levels of LDHA in LdhA2/2 platelets were
markedly reduced compared with those in LdhAf/f platelets
(Figure 1F-G). LDH isoenzyme analysis showed that LDHA defi-
ciency led to a complete loss of LDH activity (Figure 1H). The
whole blood cell counts of peripheral blood showed that
LdhA2/2 mice had 893 6 23.38 3 109 circulating platelets/L
compared with 672 6 47.74 3 109 circulating platelets/L in
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LdhAf/f mice (Figure 1J), indicating that LDHA deficiency led to
an increase in platelet numbers in mice. Meanwhile, there were
no differences in the white blood cell counts and red blood cell
counts between LdhA2/2 mice and LdhAf/f mice (Figure 1I). In

addition, the mean platelet volume of LdhAf/f mice and LdhA2/2

mice was equivalent (7.35 6 0.08 fL in LdhAf/f vs 7.30 6 0.05 fL
in LdhA2/2) (Figure 1K). The ultrastructure in platelets was
detected by using a transmission electron microscope (Figure 1L).
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Figure 1. LdhA2/2 mice developed an increase in platelet number. (A) Glucose metabolic flux analysis in mouse platelets by liquid chromatography/tandem mass
spectrometry (n 5 3). (B) LDH isozyme assay in mouse platelet, myocardium (heart), and skeletal muscle (muscle). (C) mRNA relative expression assay of LdhA and LdhB
gene in mice tissues by quantitative real-time polymerase chain reaction (n 5 3). (D) The protein expression of LDHA and LDHB in mouse platelet, myocardium (heart),
and skeletal muscle (muscle). (E) Knockout-first strategy for creating conditional LdhA knockout mice. Recombination steps with Flp or Pf4-cre recombinase are
illustrated. (F) mRNA relative expression assay of LdhA in LdhAf/f and LdhA2/2 mice platelets by quantitative real-time polymerase chain reaction (n 5 3). (G) The
protein expression of LDHA in LdhAf/f and LdhA2/2 mice platelets. (H) LDH isozyme assay in LdhAf/f and LdhA2/2 mice platelets. Mice myocardium (heart) and skeletal
muscle (muscle) were used as positive control. (I) Red blood cell (n 5 5) and white blood cell (n 5 5) counts in LdhAf/f and LdhA2/2 mice peripheral blood. (J) Platelet
counts in LdhAf/f and LdhA2/2 mice peripheral blood (n 5 5). (K) Mean platelet volume in LdhAf/f and LdhA2/2 mice (n 5 8). (L) Representative transmission electron
microscope images of LdhAf/f and LdhA2/2 mice platelets (n 5 15, left). Scale bar, 50 nm. Total platelet section area was measured, and dense granule, a granule, and
mitochondria numbers were counted. The data are expressed as granule numbers per unit area of counted section (right). Male mice 8 to 10 weeks old were used for these
animal experiments. **P , .01, ***P , .001, ****P , .0001. 3PG, 3-phosphoglycerate; Cit, citrate; F6P, fructose-6-phosphate; Fum, fumarate; G6P, glucose-6-phosphate;
GA3P, glyceraldehyde-3-phosphate; Glu, glucose; Lac, lactate; Mal, malate; ns, not significant; PA, poly A; PEP, phosphoenolpyruvate; SA, splice acceptor; Suc, succinate.
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There was no significant difference in the number of particles
such as dense granule, a granule, and mitochondria in platelets
between LdhAf/f and LdhA2/2 platelets. There were no alteration
of platelet functions in LdhA2/2 mice compared with LdhAf/f

mice in vitro or in vivo (supplemental Figure 1A-E), although
bleeding time slightly decreased in LdhA2/2 mice (supplemental
Figure 1F), which might be due to an increased platelet number.

These results indicate that LDHA deficiency promotes the pro-
duction of platelets with normal functions.

To explore the reason for the increased platelet numbers in
LdhA2/2 mice, platelet life span and platelet production were
measured. The apoptosis ratio of LdhA2/2 platelets had a simi-
lar level to LdhAf/f platelets in vitro (Figure 2A). The survival of

Figure 2. MK maturation and PPF were expedited in LdhA2/2 mice. (A) Representative Annexin V1 gating strategy and percentage of apoptotic platelets in LdhAf/f

and LdhA2/2 mice (n 5 6). (B) Biotin-labeled ratio of platelets at different time points after tail IV injection of Sulfo-NHS-LC-Biotin (30 mg/g weight) in LdhAf/f and
LdhA2/2 mice (n 5 5; 8 weeks old, male). (C) Representative thiazole orange–positive gating strategy and percentage of reticulated platelets in LdhAf/f and LdhA2/2

mice (n 5 5). (D) Platelets were eliminated by tail IV injection of anti-CD42b antibody (2 mg/g weight) in LdhAf/f and LdhA2/2 mice, and platelet counts were monitored
at different time points (n 5 5; 8 weeks old, male). (E) Detection of plasma TPO level by using enzyme-linked immunosorbent assay (n 5 12). (F) Quantitative analysis of
bone marrow MKs in LdhAf/f and LdhA2/2 mice femur bone by immunohistochemistry with 5 mg/mL anti-CD42c antibody (n 5 9; 8 weeks old, male). Scale bar, 50 mm.
(G) Representative CD411CD42b1 MK gating strategy. (H) Statistical analysis on the ratios of CD411CD42b1 MKs in LdhAf/f and LdhA2/2 mice bone marrow, spleen,
and lung according to flow cytometry (n 5 3; 8 weeks old, male). (I) Immunofluorescence images of PPF-MKs derived from the fetal liver in LdhAf/f and LdhA2/2 preg-
nant mice; statistical analysis on PPF-MK/total MK ratio is shown (n 5 3). Scale bar, 30 mm. (J) Detection of polyploidy (2N, 4N, and 8N) from fetal liver MKs of LdhAf/f

and LdhA2/2 pregnant mice by flow cytometry (n 5 4). *P , .05, **P , .01, ***P , .001, ****P , .0001. DAPI, 49,6-diamidino-2-phenylindole; ns, not significant; SSC-A,
side scatter area.
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Figure 3. The role of LDHA in MK differentiation is independent of lactate. (A) Relative content of lactate in plasma (n 5 9) and circulating platelet (n 5 3). (B)
Extracellular acidification rate (ECAR) in LdhAf/f and LdhA2/2 mice platelets (n 5 3). (C) Statistical analysis on the ratio of PPF-MKs/total MKs in LdhAf/f and LdhA2/2

mice fetal liver MKs with different lactate concentrations (n 5 3). (D) Oxygen consumption rate (OCR) in LdhAf/f and LdhA2/2 mice platelets (n 5 3). (E-F) Total reactive
oxygen species (ROS) of LdhAf/f and LdhA2/2 mice platelets and bone marrow MKs were detected by 29 ,79-dichlorofluorescin diacetate (DCFH-DA) probe in resting and
Rosup-stimulated (50 mg/mL) group (n 5 4). ROS-inducing reagent Rosup (Beyotime) was used as a positive control for ROS level. (G-H) Mitochondrial ROS of LdhAf/f

and LdhA2/2 mice platelets (n 5 5) and bone marrow MKs (n 5 4) were detected by MitoSOX Red (Thermo Fisher Scientific). *P , .05, ****P , .0001. MFI, mean fluo-
rescence intensity; ns, not significant.
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biotin-labeled platelets in vivo was measured at different time
points, with the data showing that LdhA2/2 platelets had a nor-
mal life span (Figure 2B). Meanwhile, LdhA2/2 mice had a per-
centage of 2.77% 6 0.18% reticulated platelets, and LdhAf/f

mice had a percentage of 1.65% 6 0.06% reticulated platelets,
suggesting a much higher number of newborn platelets in
LdhA2/2 mice (Figure 2C). Platelets were then cleared by tail
vein injection of anti-CD42b monoclonal antibody, and the
regeneration speed of LdhA2/2 platelets was faster than that of
LdhAf/f platelets (Figure 2D). These data indicate that the
increased platelet number in LdhA2/2 mice was caused by
enhanced platelet production in vivo.

LDHA deficiency accelerated MK maturation
and PPF
TPO is a key regulator of megakaryopoiesis and thrombopoie-
sis.14,15 However, we found that LDH deficiency did not affect
the TPO levels in mice plasma (Figure 2E). To explore the cause

of enhanced platelet production in LdhA2/2 mice, the precursors
of platelets (MKs) in the bone marrow of femurs were immuno-
histochemistry stained with anti-CD42c antibody. Figure 2F
shows that the LdhA2/2 mice had 51.05% 6 6.45% more MKs
than LdhAf/f mice. At the same time, the CD411CD42b1 cell
ratios in the bone marrow, spleen, and lung, which are the major
thrombopoiesis organs in mice,16,17 were measured by using
flow cytometry. LdhA2/2 mice had 51.88% 6 0.11%,
88.94% 6 0.10%, and 76.35% 6 0.09% more MKs than LdhAf/f

mice in the bone marrow, spleen, and lung, respectively (Figure
2G-H; supplemental Figure 2D). MKs are derived from hemato-
poietic stem cells (HSCs) that undergo sequential differentiation
through the MK–erythroid progenitor and terminal differentiation
of MK progenitors (MKPs).18 There was no change in the hema-
topoietic populations upstream of the MKs, including long-term
HSCs, short-term HSCs, multipotent progenitors, CD411HSCs,
common myeloid progenitors, megakaryocyte–erythrocyte pro-
genitors, granulocyte–monocyte progenitors, and MKPs in the
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bone marrow of LdhA2/2 mice compared with that in LdhAf/f

mice (supplemental Figure 2A-B). However, colony-forming
unit–MK assay results showed that MKPs from LdhA2/2 mice
formed 89.71% 6 3.42% more colony-forming unit–MKs than
that from LdhAf/f mice (supplemental Figure 2C). These data
indicate that LDHA could regulate terminal differentiation of MKs
instead of early differentiation from HSCs.

Murine fetal liver is a suitable choice for high MK yield and
is also a privileged organ to study MKP differentiation.19 Fig-
ure 2I shows that LdhA2/2 terminal differential MKs, which
are also called PPF-MKs,20 obtained from murine fetal livers
were morphologically more differentiated than those of
LdhAf/f MKs in vitro (48.28% 6 0.02% in LdhA2/2 vs 34.28%
6 0.03% in LdhAf/f). During the process of MK maturation
and PPF, MK undergoes endomitosis and accumulates DNA
content from diploid (2N) to tetraploid (4N), octoploid (8N),
16-ploid (16N), and even more.21 The proportions of the 4N
and 8N cells were much higher, whereas the proportions of
the 2N cells were much lower in primary LdhA2/2 MKs in
contrast to LdhAf/f MKs (Figure 2J). From these data, it was
apparent that LDHA acted as a speed limit in MK maturation
and PPF.

LDHA promotes glycolysis by catalyzing the conversion of pyru-
vate to lactate. LDHA deficiency led to a 69.49% 6 0.18% drop
in lactate level in platelets, whereas there was no difference in
lactate levels in peripheral blood plasma between LdhA2/2 and
LdhAf/f mice (Figure 3A). The extracellular acidification rate of
LdhA2/2 platelets was significantly reduced compared with that
of LdhAf/f platelets (Figure 3B). These data manifested that
LDHA deficiency indeed impaired glycolysis and the production
of lactate. Interestingly, various concentrations of lactate had no
effect on the differentiation of primary MKs from LdhA2/2 or
LdhAf/f fetal livers in vitro (Figure 3C), indicating that the role of
LDHA in MK maturation may not depend on the production of
lactate.

Previous studies reported that the reduction of LDHA activity
resulted in stimulation of mitochondrial respiration and the
decrease of mitochondrial membrane potential in cancer cells,22

indicating that there might be complementary roles of glycolysis
and mitochondrial respiration. However, Figure 3D shows that
the oxygen consumption rate is similar in LdhAf/f and LdhA2/2

platelets, suggesting that LDH deficiency did not result in a shift
in the metabolic patterns of mitochondrial oxidative respiration
in platelets. In addition, total and mitochondrial reactive oxygen
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species levels in platelets and bone marrow MKs were mea-
sured. LdhAf/f and LdhA2/2 MKs/platelets shared similar total
and mitochondrial reactive oxygen species levels (Figure 3E-H).

LDHA interacted with eEF2 and inhibited protein
synthesis in platelets
The possible associate protein of LDHA in MKs/platelets was
then studied through the coimmunoprecipitation of human
platelet lysate with anti-LDHA antibody. Coomassie brilliant blue
staining revealed there was a specific band at 95 kD in the
LDHA coimmunoprecipitation sample compared with immuno-
globulin G control (Figure 4A). Then, unbiased proteomics of
the LDHA coimmunoprecipitation sample and protein spectrum
of the 95 kD band were both performed to identify the binding
proteins of LDHA, and several proteins containing eEF2 were
found in both analyses (Figure 4B). Furthermore, only the inter-
action between LDHA and eEF2 was confirmed in a human
megakaryocytic cell line (DAMI), which was established from
the blood of a patient with megakaryoblastic leukemia23

(Figure 4C). eEF2 is one of the important members of the
guanosine triphosphate (GTP)-binding translation elongation
factor family catalyzing the translocation of the peptidyl-
transfer RNA from the A to P sites of the ribosome during
the process of protein synthesis.24,25 eEF2 is found to be
highly expressed in various cancers and is correlated with
cancer cell progression and recurrence.26 However, the role
of eEF2 in MK differentiation and platelet production
remains unclear. By polyploidy assay, we found that enhanc-
ing eEF2 activity with A-484954 promoted the differentiation
of DAMI cells (Figure 4D). On the contrary, inhibiting eEF2
activity with DDD107498 succinate restrained the differentia-
tion of DAMI cells. These data indicate that eEF2 was
involved in MK differentiation.

Furthermore, 5 functional domains of eEF2 (MMR-HSR1,
GTP-EFTU-D2, EFG-II, EFG-IV, and EFG-C) (Figure 4F) and
2 functional domains of LDHA (LDH-1-N and LDH-1-C) (Fig-
ure 4E) were predicted by using SMART (http://smart.embl-
heidelberg.de). The 9 plasmids expressing 8 truncated and
a full-length eEF2 with HA fusion, and 3 plasmids express-
ing 2 truncated and a full-length LDHA with Flag fusion,
were constructed. Coimmunoprecipitations manifested that
eEF2 had multiple binding sites with LDHA, whereas only
the LDH-1-N domain of LDHA could bind to eEF2 (Figure
4E-G).

Protein synthesis is essential for MK maturation and platelet
production. Quantitative proteomic analysis was performed
to explore the change of proteins in LdhA–/– platelets. More
than 40% of proteins in LdhA–/– platelets were upregulated

compared with LdhAf/f platelets (Figure 4H). Kyoto Encyclo-
pedia of Genes and Genomes enrichment analysis revealed
a variety of differential signaling pathways in LdhA–/– plate-
lets. The ribosome pathway and MAPK signal pathway were
upregulated, which were related to MK differentiation
(Figure 4I).27,28

Because the data showed that LDHA was not directly located
on the ribosome (Figure 5A), we speculated that LDHA may act
as a “pool” located away from the ribosome that arrests eEF2
when binding to it and inhibits its participation in protein
synthesis.

NADH enhanced the association of LDHA with
eEF2 and inhibited MK differentiation
LDHA has 2 major active sites: a substrate-binding site and a
cofactor-binding site.29–31 LDHA interacted with eEF2 through
its N-terminal domain, which was reported to be the major
NADH-binding site29 (Figure 4G). To elucidate the regulative
function of LDHA in protein synthesis, the effects of pyruvate,
lactate, NADH, and NAD1 on the binding strength between
LDHA and eEF2 were measured. Pyruvate, lactate, and NAD1

had no effect on the binding between LDHA and eEF2 (Figure
5B). On the other hand, the binding strength of LDHA and eEF2
were significantly enhanced by NADH (Figure 5C).

Cell-free protein expression is a simplified and accelerated
avenue for the translation of a specific protein in a quasi-cell
environment. The system is an important tool for studying
protein synthesis in vitro and has a significant advantage
over the whole-cell in vivo systems.32,33 The Eukaryotic
system-TNT coupled rabbit reticulocyte lysate system was
chosen due to its lack of LDHA and richness in eEF2 (Figure
5D). Figure 5E shows that LDHA protein significantly
hindered the process of protein synthesis in vitro. Protein
synthesis was further inhibited by NADH in an LDHA-
dependent manner (Figure 5F). NAD1, glucose, pyruvate,
and lactate, conversely, had no effect on protein sy-
nthesis compared with the LDHA protein-alone group
(Figure 5G-H). These results indicate that NADH could
enhance the interaction of LDHA with eEF2 and suppress
protein synthesis.

Furthermore, NADH was added to the primary MKs isolated
from LdhAf/f and LdhA2/2 fetal livers during the differentiation
process induced by TPO in vitro. The PPF ratio of LdhAf/f MKs
was significantly reduced by NADH (11.76% 6 0.90% in the
LdhAf/f NADH group vs 18.31% 6 1.18% in the LdhAf/f control
group). Conversely, NADH did not inhibit the differentiation pro-
cess of LdhA2/2 MKs (Figure 5I). The reduced expression of

Figure 5. NADH restrained translation by enhancing the binding of LDHA and eEF2. (A) Coimmunoprecipitation (IP) of DAMI whole-cell lysates with anti-LDHA
antibody and ribosomal protein antibodies. (B) Co-IP of Flag-LDHA and HA-eEF2 in HEK-293T treated with pyruvate, lactate, and NAD1. Negative control (NC) was
transfected with empty HA/Flag-tag plasmid and used for nonspecific binding control. (C) Co-IP of Flag-LDHA and HA-eEF2 in HEK-293T treated with different
concentrations of NADH; the gray values of eEF2-HA IP bands were counted (n 5 3). (D) The protein expression of eEF2 and LDHA in mouse or rabbit reticulocyte
lysate was detected by using western blot. b-Actin was used as a loading control. (E) The levels of protein synthesis were measured when different concentrations of
LDHA proteins were added in the rabbit reticulocyte translation system (n 5 3). (F) The levels of protein synthesis were measured when different concentrations of
NADH were added in the rabbit reticulocyte translation system with or without 5 mg LDHA (n 5 3). (G) The levels of protein synthesis were measured when different
concentrations of NAD1 were added in the rabbit reticulocyte translation system with 5 mg LDHA (n 5 3). (H) The levels of protein synthesis were measured when
glucose (5 mM), pyruvate (1 mM), and lactate (2 mM) were added in the rabbit reticulocyte translation system with 5 mg LDHA (n 5 3). (I) Megakaryocyte PPF assay in
LdhAf/f and LdhA2/2 mice liver fetal MKs incubated with 1 mM NADH. Statistical analysis of the PPF-MK/total MK ratio is shown (n 5 4). Scale bar, 100 mm. *P , .05,
**P , .01, ***P , .001, ****P , .0001. DAPI, 49,6-diamidino-2-phenylindole; ns, not significant; RPL28, ribosomal protein L28; RPL35, ribosomal protein L35; RPS3A,
ribosomal protein S3A.
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CD41 suggests that NADH also inhibited the differentiation of
human DAMI cells induced by phorbol 12-myristate 13-acetate
(supplemental Figure 3A). These data show that NADH inhibits
MK differentiation through LDHA.

LDHA can be a potential target for
thrombocytopenia therapy
Clinically speaking, 40% to 50% of patients in medical and surgi-
cal intensive care units are at risk of thrombocytopenia, which
often results in bleeding.34 The inhibition of MK maturation and
platelet release are key factors causing thrombocytopenia.35

Based on the role of LDHA in MK differentiation, we speculated
that LDHA could be a potential target for thrombocytopenia
therapy. First, a variety of small-molecule inhibitors that competi-
tively occupied the NADH-binding pocket or pyruvate-binding
pocket of LDHA were screened through coimmunoprecipitation
of LDHA and eEF2. The binding strength of LDHA and eEF2
was reduced by NADH-competing inhibitors such as FX11,
GNE-140, GSK 2837808A, and AZ-3336–39 (Figure 6A). Mean-
while, the binding strength of LDHA and eEF2 was hardly
affected by substrate-competing inhibitors such as sodium oxa-
mate.40 In addition, protein synthesis was significantly upregu-
lated by FX11 and stiripentol (Figure 6B). These data showed
that LDHA inhibitors, especially NADH-competitive inhibitors,
could promote protein synthesis by releasing eEF2 from LDHA.
Furthermore, the location of eEF2 on ribosomes was detected
in DAMI cells. The content of eEF2 bound to ribosomes was
obviously increased after the treatment with stiripentol and
FX11, which showed that LDHA interacted with eEF2 and
reduced its location to the ribosome (Figure 6C). Interestingly,
stiripentol, an antiepileptic drug regarded as a novel inhibitor of
LDH,41,42 has an apparent translational regulatory ability and
long-time clinical use experience.43 The functions of stiripentol
in MK differentiation and platelet production were further deter-
mined. Figure 6D shows that PPF was significantly increased by
stiripentol in LdhAf/f MKs, whereas PPF was not affected in
LdhA2/2 MKs in vitro. As is shown in Figure 6E, the number of
mice platelets was significantly increased by day 4 (0.72 6

0.06 3 109/L in 10% dimethyl sulfoxide–treated mice vs 0.93 6

0.02 3 109/L in stiripentol-treated mice). The newborn platelet
ratios were significantly increased after stiripentol administration,
while platelet apoptosis and other blood cell counts remained
unchanged (supplemental Figure 3B-E). Furthermore, stiripentol
regulated the production of platelets in vivo through LDHA (Fig-
ure 6F). To investigate the therapeutic effect of stiripentol in
thrombocytopenia, an immune thrombocytopenic purpura
(ITP)44 mouse model was constructed through tail vein injection

of anti-CD42b monoclonal antibody (Figure 6G). The rate of
platelet regeneration in stiripentol-treated wild-type mice was
faster than that in the dimethyl sulfoxide group (Figure 6H), sug-
gesting that stiripentol had a significant therapeutic effect on
ITP.

Romiplostim has been shown to be successful in ITP treatment
after standard treatment failure and is recommended as a
second-line treatment.45 We found that stiripentol could pro-
mote MK ploidy and reticulated platelet production from human
cord blood mononuclear cell–derived MKs alone, and also had
a superposed effect with romiplostim (Figure 6I-J). These data
indicate that LDHA inhibition might serve as a promising strat-
egy in thrombocytopenia therapy (Figure 6K).

Discussion
During MK development, the active process of protein synthesis
supports size increases, cytoskeletal protein content expansion,
membrane system development, and so on.46 Various means by
which interactions between RNA-binding proteins, translation
initiation factors, and the ribosome can be regulated in cellular
and developmental processes have been reported.47 However,
the mechanism of how protein synthesis is regulated and
whether targeting this process can be applied to promote or
inhibit MK development and platelet production remains
unclear. LDHA is a cytosolic enzyme, predominantly involved in
anaerobic and aerobic glycolysis (Warburg effect). However, its
multiple additional functions in non-neoplastic and neoplastic
tissues have been reported in recent years, including as a tran-
scription factor in the nucleus, an integral part of the sarcolem-
mal ATP-sensitive K1 channel in the heart, affecting the cell
cycle, and so on.8 In this study, we revealed a novel function of
LDHA in regulating protein synthesis by direct interaction with
eEF2. eEF2 is a key translation elongation factor that is highly
expressed in tumor cells with vigorous protein synthesis.48,49

Targeting eEF2 is considered to be an attractive strategy to
inhibit tumor growth. It is widely believed that the function of
eEF2 is mainly regulated through its phosphorylation by eEF2
kinase (eEF2K). Upon phosphorylation by eEF2K at Thr56, eEF2
is unable to locate on the ribosome and is thus inactivated.50 In
this study, we found that eEF2K inhibitor A-484954 promoted
MK differentiation, suggesting that eEF2 phosphorylation is
involved in MK differentiation. However, the absence of LDHA
did not affect the phosphorylation level of eEF2 (data not
shown), indicating that the inhibitory role of LDHA in protein
synthesis is eEF2K independent. Both ways of regulation of

Figure 6. Screening and applying of LDHA inhibitors in thrombocytopenia. (A) Coimmunoprecipitation (Co-IP) of Flag-LDHA and HA-eEF2 in HEK-293T treated
with LDHA inhibitors. OXA 5 sodium oxamate 1 mM; FX11 5 FX11 20 mM; STP 5 stiripentol 100 mM; GNE 5 (R)-GNE-140 20 mM; GSK 5 GSK 2837808A 20 nM;
AZ-33 5 AZ-33 20 mM. (B) The levels of protein synthesis were measured when FX11 (1 mM) and STP (10 mM) were added in the rabbit reticulocyte translation system
with 2.5 mg LDHA and 2 mM NADH (n 5 3). (C) Isolation of human MK (DAMI) ribosomes and detection of eEF2 content on the ribosomes under dimethyl sulfoxide
(DMSO)/LDHA inhibitors treated for 24 hours. Ribosomal protein L4 (RPL4), ribosomal protein L28 (RPL28), ribosomal protein L35 (RPL35), and ribosomal protein S3A
(RPS3A) were used to indicate the equal loading. (D) Megakaryocyte PPF assay in mice fetal liver MKs incubated with STP (100 mM). DMSO was used as control.
Statistical analysis of the PPF-MK/total MK ratio is shown (n 5 4). Scale bar, 100 mm. (E) Platelet counts of wild-type mice that were administered STP (200 mg/kg per
12 hours) or 10% DMSO through intraperitoneal injection (n 5 3; 8 weeks old, male). (F) Platelet counts of LdhAf/f and LdhA2/2 mice that were administered STP (200
mg/kg per 12 hours) through intraperitoneal injection (n 5 4; 8 weeks old, male). (G-H) STP (200 mg/kg per 12 hours) or 10% DMSO was intraperitoneally injected in
wild-type mice, and platelets were cleared by tail IV injection with anti-CD42b antibody (2 mg/g weight) at hour 24; platelet counts were monitored at different time
points (n 5 3; 8 weeks old, male). (I) Polyploidy ($4N) assay of cord blood mononuclear cell (CBMC)-derived MKs treated with STP (10 mM; n 58 or 50 mM; n 5 7),
romiplostim (Romi; 100 ng/mL) (n 5 6), and the combination of STP with Romi (n 5 6) by using flow cytometry. (J) Detection of reticulated platelet counts from
CBMC-derived MK culture supernatant that were incubated with STP (10 mM or 50 mM; n 5 7), Romi (100 ng/mL; n 5 5), and the combination of STP with Romi (n 5 5)
according to flow cytometry. (K) Schematic diagram of eEF2 release from LDH with NADH or LDHA inhibitors to regulate translation in maturation and differentiation of
MKs. *P , .05, **P , .01, ***P , .001, ****P , .0001. DAPI, 49 ,6-diamidino-2-phenylindole; NC, negative control; ns, not significant.
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eEF2 by LDHA and eEF2K play important roles in protein syn-
thesis and MK differentiation.

eEF2 binds to the N-terminal of LDHA, which is the main
NADH-binding site. Moreover, by screening the LDHA
inhibitors, we found that the binding of LDHA to eEF2 was
inhibited by NADH-competitive inhibitors rather than
substrate-competitive inhibitors, and the addition of NADH, but
not substrates, enhanced the binding strength. These data
showed that the binding of LDHA and eEF2 required NADH. As
a cofactor, the formation of the LDH/NADH binary complex pre-
cedes the binding of pyruvate to the substrate-binding site, and
the binding of NADH induces small conformational changes in
the active-site loop and an adjacent helix.30 Therefore, we spec-
ulate that NADH binding causes a conformational shift of LDHA
that increases its affinity for eEF2, although further research is
needed to obtain concrete evidence. Stiripentol is an orphan
drug that effectively reduces seizure frequency in infantile epi-
lepsy as an adjunct therapy and also exhibits therapeutic advan-
tages in improving the efficacy of other antiepileptic drugs.51

Mechanism studies have shown that stiripentol inhibits the activ-
ity of LDH through a nonsubstrate competitive pathway.41 How-
ever, the binding site and mechanism of stiripentol remain
unclear. Here, we found that stiripentol could inhibit the binding
of LDHA to eEF2 and promote protein synthesis, which is similar
to the function of NADH-competitive inhibitors.

NAD(H) is an intracellular coenzyme involved in multiple biologi-
cal processes.52 Two NADH molecules are formed when one
glucose enters the glycolytic pathway. The energy-rich inter-
mediates are then shuttled into the mitochondria to fuel the
electron transport chain. Alternatively, the cytoplasmic NADH
can also be oxidized during lactate fermentation.53 In normal
cells, lactate fermentation is not preferred due to its ATP output
(2 ATP/glucose) being much lower than that of the oxidative
phosphorylation pathway (30-34 ATP/glucose). However, when
cells face adverse conditions such as limited oxygen availability
or mitochondrial capacity, NADH can be accumulated in both
the mitochondria and the cytoplasm. In our findings, NADH has
an obvious role in inhibiting protein synthesis by enhancing the
detainment of eEF2 by LDHA. This may be a regulatory mecha-
nism that helps the cell avoid excess energy consumption and
adapt to environmental changes. In tumor cells, aerobic glycoly-
sis is vigorous, and targeting LDHA is considered to be a prom-
ising strategy for antitumor therapy.54,55 However, some studies
have pointed out that silencing LDHA does not inhibit the
growth of normal cells and even promotes their proliferation.56

Our data here show that targeting LDHA with NADH-
competitive inhibitors promotes protein synthesis, which may be
a positive factor for cell growth. Therefore, the application of
LDHA inhibitors in antitumor therapy should be carefully evalu-
ated. In short, this study reports an unrevealed role of LDHA in
protein synthesis and MK maturation, which may serve as a new
target for thrombocytopenia therapy.
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16. Lefrançais E, Ortiz-Mu~noz G, Caudrillier A,
et al. The lung is a site of platelet biogenesis
and a reservoir for haematopoietic
progenitors. Nature. 2017;544(7648):
105-109.

17. Bush LM, Healy CP, Marvin JE, Deans TL.
High-throughput enrichment and isolation of
megakaryocyte progenitor cells from the
mouse bone marrow. Sci Rep. 2021;
11(1):8268.

18. Zhu F, Feng M, Sinha R, Seita J, Mori Y,
Weissman IL. Screening for genes that
regulate the differentiation of human
megakaryocytic lineage cells. Proc Natl Acad
Sci USA. 2018;115(40):E9308-E9316.

19. Vijey P, Posorske B, Machlus KR. In vitro
culture of murine megakaryocytes from fetal
liver-derived hematopoietic stem cells. Plate-
lets. 2018;29(6):583-588.

20. Thon JN, Montalvo A, Patel-Hett S, et al.
Cytoskeletal mechanics of proplatelet
maturation and platelet release. J Cell Biol.
2010;191(4):861-874.

21. Zimmet J, Ravid K. Polyploidy: occurrence in
nature, mechanisms, and significance for the
megakaryocyte-platelet system. Exp Hema-
tol. 2000;28(1):3-16.

22. Fantin VR, St.-Pierre J, Leder P. Attenuation
of LDH-A expression uncovers a link
between glycolysis, mitochondrial physiol-
ogy, and tumor maintenance. Cancer Cell.
2006;9(6):425-434.

23. Greenberg SM, Rosenthal DS, Greeley TA,
Tantravahi R, Handin RI. Characterization of
a new megakaryocytic cell line: the Dami
cell. Blood. 1988;72(6):1968-1977.

24. Dever TE, Green R. The elongation,
termination, and recycling phases of
translation in eukaryotes. Cold Spring Harb
Perspect Biol. 2012;4(7):a013706.

25. Anger AM, Armache JP, Berninghausen O,
et al. Structures of the human and
Drosophila 80S ribosome. Nature. 2013;
497(7447):80-85.

26. Shi N, Chen X, Liu R, et al. Eukaryotic
elongation factors 2 promotes tumor cell
proliferation and correlates with poor
prognosis in ovarian cancer. Tissue Cell.
2018;53:53-60.

27. Mills EW, Wangen J, Green R, Ingolia NT.
Dynamic regulation of a ribosome rescue
pathway in erythroid cells and platelets. Cell
Rep. 2016;17(1):1-10.

28. Kollmann K, Warsch W, Gonzalez-Arias C,
et al. A novel signalling screen demonstrates
that CALR mutations activate essential
MAPK signalling and facilitate
megakaryocyte differentiation. Leukemia.
2017;31(4):934-944.

29. Woodford MR, Chen VZ, Backe SJ,
Bratslavsky G, Mollapour M. Structural and
functional regulation of lactate
dehydrogenase-A in cancer. Future Med
Chem. 2020;12(5):439-455.

30. Kolappan S, Shen DL, Mosi R, et al.
Structures of lactate dehydrogenase A
(LDHA) in apo, ternary and inhibitor-bound
forms. Acta Crystallogr D Biol Crystallogr.
2015;71(pt 2):185-195.

31. Qiu L, Gulotta M, Callender R. Lactate
dehydrogenase undergoes a substantial
structural change to bind its substrate.
Biophys J. 2007;93(5):1677-1686.

32. Endo Y, Sawasaki T. Cell-free expression
systems for eukaryotic protein production.
Curr Opin Biotechnol. 2006;17(4):373-380.

33. Spirin AS, Baranov VI, Ryabova LA, Ovodov
SY, Alakhov YB. A continuous cell-free trans-
lation system capable of producing polypep-
tides in high yield. Science. 1988;242(4882):
1162-1164.

34. Psaila B, Petrovic A, Page LK, Menell J,
Schonholz M, Bussel JB. Intracranial
hemorrhage (ICH) in children with immune
thrombocytopenia (ITP): study of 40 cases.
Blood. 2009;114(23):4777-4783.

35. Eto K, Kunishima S. Linkage between the
mechanisms of thrombocytopenia and
thrombopoiesis. Blood. 2016;127(10):1234-
1241.

36. Krishnamoorthy G, Kaiser P, Abu Abed U,
et al. FX11 limits Mycobacterium
tuberculosis growth and potentiates
bactericidal activity of isoniazid through
host-directed activity. Dis Model Mech.
2020;13(3):dmm041954.

37. Boudreau A, Purkey HE, Hitz A, et al.
Metabolic plasticity underpins innate and
acquired resistance to LDHA inhibition. Nat
Chem Biol. 2016;12(10):779-786.

38. Billiard J, Dennison JB, Briand J, et al.
Quinoline 3-sulfonamides inhibit lactate
dehydrogenase A and reverse aerobic gly-
colysis in cancer cells. Cancer Metab. 2013;
1(1):19.

39. Ward RA, Brassington C, Breeze AL, et al.
Design and synthesis of novel lactate
dehydrogenase A inhibitors by fragment-
based lead generation. J Med Chem. 2012;
55(7):3285-3306.

40. Muramatsu H, Sumitomo M, Morinaga S,
et al. Targeting lactate dehydrogenase-A
promotes docetaxel-induced cytotoxicity
predominantly in castration-resistant pros-
tate cancer cells. Oncol Rep. 2019;42(1):
224-230.

41. Sada N, Lee S, Katsu T, Otsuki T, Inoue T.
Epilepsy treatment. Targeting LDH enzymes
with a stiripentol analog to treat epilepsy.
Science. 2015;347(6228):1362-1367.

42. Nickels KC, Wirrell EC. Stiripentol in the
management of epilepsy. CNS Drugs. 2017;
31(5):405-416.

43. Frampton JE. Stiripentol: a review in Dravet
syndrome. Drugs. 2019;79(16):1785-1796.

44. Li J, Sullivan JA, Ni H. Pathophysiology of
immune thrombocytopenia. Curr Opin
Hematol. 2018;25(5):373-381.

45. Bidika E, Fayyaz H, Salib M, et al.
Romiplostim and eltrombopag in immune
thrombocytopenia as a second-line treat-
ment. Cureus. 2020;12(8):e9920.

46. Machlus KR, Thon JN, Italiano JE Jr.
Interpreting the developmental dance of the
megakaryocyte: a review of the cellular and
molecular processes mediating platelet
formation. Br J Haematol. 2014;165(2):
227-236.

47. Kong J, Lasko P. Translational control in
cellular and developmental processes. Nat
Rev Genet. 2012;13(6):383-394.

48. Svitkin YV, Agol VI. Translational barrier in
central region of encephalomyocarditis virus

2970 blood® 12 MAY 2022 | VOLUME 139, NUMBER 19 CHEN et al

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/139/19/2958/1896515/bloodbld2022015620.pdf by guest on 18 M

ay 2024



genome. Modulation by elongation factor 2
(eEF-2). Eur J Biochem. 1983;133(1):
145-154.

49. Kaul G, Pattan G, Rafeequi T. Eukaryotic
elongation factor-2 (eEF2): its regulation and
peptide chain elongation. Cell Biochem
Funct. 2011;29(3):227-234.

50. Carlberg U, Nilsson A, Nyg�ard O. Functional
properties of phosphorylated elongation
factor 2. Eur J Biochem. 1990;191(3):
639-645.

51. Nabbout R, Chiron C. Stiripentol: an
example of antiepileptic drug development

in childhood epilepsies. Eur J Paediatr
Neurol. 2012;16(suppl 1):S13-S17.

52. Ying W. NAD1 and NADH in cellular
functions and cell death. Front Biosci. 2006;
11(1):3129-3148.

53. Schaefer PM, Kalinina S, Rueck A, von Arnim
CAF, von Einem B. NADH autofluorescence
– a marker on its way to boost bioenergetic
research. Cytometry A. 2019;95(1):34-46.

54. Feng Y, Xiong Y, Qiao T, Li X, Jia L, Han Y.
Lactate dehydrogenase A: a key player in
carcinogenesis and potential target in cancer
therapy. Cancer Med. 2018;7(12):6124-6136.

55. Le A, Cooper CR, Gouw AM, et al. Inhibition
of lactate dehydrogenase A induces
oxidative stress and inhibits tumor
progression. Proc Natl Acad Sci USA. 2010;
107(5):2037-2042.

56. JeongDW,Cho IT, KimTS, BaeGW,Kim IH, Kim
IY. Effects of lactate dehydrogenase suppression
andglycerol-3-phosphatedehydrogenase
overexpressionon cellularmetabolism.MolCell
Biochem.2006;284(1-2):1-8.

© 2022 by The American Society of Hematology

LDHA REGULATES TRANSLATION AND PLATELET PRODUCTION blood® 12 MAY 2022 | VOLUME 139, NUMBER 19 2971

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/139/19/2958/1896515/bloodbld2022015620.pdf by guest on 18 M

ay 2024


