
Erratum

Enshaei A, O’Connor D, Bartram J, et al. A validated novel continuous prognostic index to deliver
stratified medicine in pediatric acute lymphoblastic leukemia. Blood. 2020;135(17):1438-1446.

On page 1440, the table at the bottom of Figure 1 is the wrong version. The corrected Figure 1 is shown below. The error has been
corrected in the online version of the article.

DOI 10.1182/blood.2020008578

© 2020 by The American Society of Hematology

NOPHO-
ALL2008

DCOG-
ALL10

CoALL-
07- 03

1769 777 445

154 0 0

1615 777 445

1 76 172

61 54 0

1553

1

2

3

4

5

6 655 273

27 0 9

08 22 2

899 41 8

146210 592 259

UKALL2003
n=3207

Eligible for analysis
n=3113

Complete MRD and
genetic data

n=2542

Final
Discovery dataset

n=2405

Not eligible:
Registered twice (n=3)

Misdiagnosis (n=14)
Consent withdrawn (n=7)
BCR-ABL1 +ve (n=70)

Genetic subtypes
Unclassifiable (n=160)

Minimal residual disease
Not measured (n=435)

1

DCOG, COALL, NOPHO
n=2991

2

Not eligible:
Adult (age  25) NOPHO

(n=154)

4

Genetic subtypes
Unclassifiable (n=249)

5

Minimal residual disease
Not measured (n=115)

3

Eligible for analysis
n=2837

6

Complete MRD and
genetic data

n=2481

10

Final
Validation dataset

n=2313

Complete remission not
achieved (n=9)
Down syndrome (n=70)
1st remission transplant
(n=60)

Excluded
7

8

9

Complete remission not
achieved (n=11)
Down syndrome (n=24)
1st remission transplant
(n=138)

Excluded

NOPHO-
ALL2008

DCOG-
ALL10

CoALL-
07- 03

1769 777 445

154 0 0

1615 777 445

1 76 172

61 54 0

1553

1

2

3

4

5

6 655 273

27 0 9

08 22 2

899 41 8

146210 592 259

UKALL2003
n=3207

Eligible for analysis
n=3113

Complete MRD and
genetic data

n=2542

Final
Discovery dataset

n=2405

Not eligible:
Registered twice (n=3)

Misdiagnosis (n=14)
Consent withdrawn (n=7)
BCR-ABL1 +ve (n=70)

Genetic subtypes
Unclassifiable (n=160)

Minimal residual disease
Not measured (n=435)

1

DCOG, COALL, NOPHO
n=2991

2

Not eligible:
Adult (age  25) NOPHO

(n=154)

4

Genetic subtypes
Unclassifiable (n=249)

5

Minimal residual disease
Not measured (n=115)

3

Eligible for analysis
n=2837

6

Complete MRD and
genetic data

n=2481

10

Final
Validation dataset

n=2313

Complete remission not
achieved (n=9)
Down syndrome (n=70)
1st remission transplant
(n=60)

Excluded
7

8

9

Complete remission not
achieved (n=11)
Down syndrome (n=24)
1st remission transplant
(n=138)

Excluded

Figure 1. CONSORT diagram for the discovery and validation data sets. To enablemeaningful cross-cohort comparison, we appliedmultiple exclusion criteria. Patients who
did not achieve complete remission were excluded, because no meaningful MRD value could be measured. Patients who underwent stem cell transplantation (SCT) in first
remission were excluded because each trial used different selection criteria. Patients with BCR-ABL1 fusion or Down syndrome and those age.25 years were excluded because
they were not eligible for $1 cohort. Excluded patients (dotted boxes) were counted in each applicable category.
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