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KEY PO INT S

l Small-molecule GSIs
increase BCMA
surface expression on
myeloma cells,
resulting in enhanced
CAR T-cell efficacy.

B-cell maturation antigen (BCMA) is a validated target for chimeric antigen receptor (CAR)
T-cell therapy inmultiplemyeloma (MM). Despite promising objective response rates, most
patients relapse, and low levels of BCMAon a subset of tumor cells has been suggested as a
probable escape mechanism. BCMA is actively cleaved from the tumor cell surface by the
ubiquitous multisubunit g-secretase (GS) complex, which reduces ligand density on tumor
cells for CAR T-cell recognition and releases a soluble BCMA (sBCMA) fragment capable of
inhibiting CAR T-cell function. Sufficient sBCMA can accumulate in the bone marrow ofMM
patients to inhibit CAR T-cell recognition of tumor cells, and potentially limit efficacy of

BCMA-directed adoptive T-cell therapy. We investigated whether blocking BCMA cleavage by small-molecule GS
inhibitors (GSIs) could augment BCMA-targeted CAR T-cell therapy. We found that exposure of myeloma cell lines and
patient tumor samples to GSIs markedly increased surface BCMA levels in a dose-dependent fashion, concurrently
decreased sBCMA concentrations, and improved tumor recognition by CAR T cells in vitro. GSI treatment ofMM tumor-
bearing NOD/SCID/gc2/2 mice increased BCMA expression on tumor cells, decreased sBCMA in peripheral blood, and
improved antitumor efficacy of BCMA-targeted CAR T-cell therapy. Importantly, short-term GSI administration to MM
patients markedly increases the percentage of BCMA1 tumor cells, and the levels of BCMA surface expression in vivo.
Based on these data, a US Food and Drug Administration (FDA)-approved clinical trial has been initiated, combining
GSI with concurrent BCMA CAR T-cell therapy. This trial was registered at www.clinicaltrials.gov as #NCT03502577.
(Blood. 2019;134(19):1585-1597)

Introduction
Despite improvements in the treatment of multiple myeloma
(MM) with novel agents and autologous stem cell transplanta-
tion, relapse remains nearly inevitable. No curative therapies
exist, and the projected survival for high-risk MM patients re-
mains short.1-11 Adoptive cell therapy with T cells engineered
to express chimeric antigen receptors (CARs) is transforming
therapy for patients with refractory acute lymphoblastic leukemia,
chronic lymphocytic leukemia, and non-Hodgkin lymphoma,12-17 and
is an attractive approach for MM. B-cell maturation antigen
(BCMA) is a tumor necrosis family (TNF) receptor superfamily
member (TNFRSF17) expressed on normal and malignant plasma
cells and some subsets of mature B cells that is being studied as
a target for CAR T cells.18-20 BCMA binds B-cell activating factor
and a proliferation-inducing ligand to promote differentiation of
normal B cells and growth and survival of malignant myeloma
cells.21-25 Treatment of MM with autologous T cells expressing a
BCMA-specific CAR with either CD28 or 4-1BB costimulatory
domains has resulted in response rates of 64% to 85%.26-29

However, only 8% to 39% of patients had a sustained very good

partial response or (stringent) complete response. Detailed anal-
ysis of escape has not been reported, but 2 studies found low
BCMA expression on residual myeloma cells after BCMA CAR T
therapy.27,28 Target antigen density may thus limit efficacy as has
been observed in patients with B-cell malignancies receiving
CD19- or CD22-specific CAR T cells,30-32 supporting the need for
combination approaches that increase antigen density.

Surface BCMA is modulated by g-secretase (GS), a multisubunit
protease that mediates protein cleavage, resulting in release of a
soluble BCMA (sBCMA) fragment composed of the extracellular
domain and part of the transmembrane region.33 GS-mediated
cleavage of BCMA may limit efficacy of BCMA-directed CAR
T cells both by lowering target antigen density and providing a
soluble decoy that could bind to the CAR. We show that small-
molecule GS inhibitors (GSIs), developed for Alzheimer disease
and cancer,34,35 can be repurposed to reduce shedding of BCMA
fromMM cells, increase BCMA surface expression, and enhance
CAR T-cell recognition of MM in vitro and in vivo. Administering
a GSI to MM patients increased the fraction of BCMA1 tumor
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cells and BCMA surface expression up to 157-fold. These results
provide rationale for combining a GSI with BCMA CAR T cells to
improve therapeutic benefits to patients.

Methods
Cell lines
Lenti-X cells (Clontech) were cultured as described.36 K562, Raji,
RPMI 8226, U266B1, and MM.1R were obtained from the ATCC
and cultured in RPMI 1640 supplemented with 100 U/mL
penicillin/streptomycin and 5% to 10% fetal bovine serum.
MOLP8, L-363, and KMS-12-BM were obtained from Deutsche
Sammlung von Mikroorganismen and Zellkulturen GmbH and
cultured in RPMI 1640 supplemented with 100 U/mL penicillin/
streptomycin and#20% fetal bovine serum. Generation of K562
transfectants and firefly luciferase cell lines is described in sup-
plemental Methods (available on the Blood Web site). All cells
were tested bimonthly to confirm absence of mycoplasma.

Patient samples
Peripheral blood and bone marrow were obtained from healthy
donors or patients with hematological malignancies. Peripheral
blood mononuclear cells and T-cell subsets were isolated as
described.37 CD1381 myeloma cells were enriched by immuno-
magnetic separation (Miltenyi Biotec) from bone marrow of
MM patients. Bone marrow plasma was obtained by centri-
fuging heparinized bone marrow aspirates (BMAs) and stored at
280°C. Healthy donors and patients provided written informed
consent for research protocols approved by the institutional
review board of the Fred Hutchinson Cancer Research Center.

Lentiviral vectors, virus preparation, transduction
of T cells, and functional assays
CD19-specific 4-1BB/CD3z and SLAMF7-specific CD28/CD3z
CARs were previously described.38,39 BCMA CARs were con-
structed from codon-optimized sequences of the C11D5.3 (C11)
antibody variable heavy (VH) and light (VL) chains in both VH-VL

and VL-VH orientations40 with a (G4S)3 linker between VL and VH

sequences. Single-chain variable fragments (scFvs) were linked
to a modified immunoglobulin G4 (IgG4) hinge with a serine to
proline substitution at position 10, the CD28 transmembrane
region, a 4-1BB (CD137) or CD28 costimulatory endodomain,
and the CD3z endodomain. Spacer sequences consisted of
either a short (12-aa) IgG4 hinge, long (229-aa) IgG4 hinge-CH2-
CH3NQ domain,38 or an IgG4 hinge with 1 or more 9-aa Strep-
tag II (STII; NWSHPQFEK) sequences fused with (G4S) linkers.41

CAR constructs were cloned into a lentiviral vector epHIV7
containing truncated epidermal growth factor receptor (EGFRt)
linked to the CAR transgene by a T2A sequence.42

Primary human T cells were activated, transduced with lentivirus,
enriched, and expanded as described.36,38,43,44 CAR T cells were
assayed 12 days after expansion for cytotoxicity by chromium-
release assay, cytokine production by enzyme-linked immuno-
sorbent assay (ELISA), and proliferation using carboxyfluorescein
succinimidyl ester (CFSE) dilution.37 Intracellular cytokine staining
was performed after T-cell stimulation for 4 hours at 37°C with
tumor cells (effector-to-target [E:T] ratio, 4:1 or 5:1). GSIs,
RO4929097 (Selleckchem or Apexbio), or LY3039478 (Eli Lilly)
were dissolved in dimethyl sulfoxide and added to cultures
at various concentrations. Recombinant BCMA (Peprotech) was
added to cultures at various concentrations. sBCMA ELISA was

performed according to the manufacturer’s recommendations
(R&D Systems).

Immunophenotyping
T cells were stained with biotin-conjugated anti-EGFR monoclo-
nal antibody (mAb; ImClone Systems Incorporated), recombinant
BCMA/Fc-allophycocyanin (APC) (Creative Biomart), and mAbs
specific for CD4 (RPA-T4) and CD8 (RPA-T8). Cell lines and
CD1381 enriched BMAs were stained with mAbs specific for
BCMA (19F2), CD138 (MI15), CD45 (HI30), CD19 (HIB19), pro-
pidium iodide (Invitrogen), or corresponding isotype controls.
Mean fluorescence intensity (MFI) of BCMA on primary MM
samples was corrected for isotype staining, and fold increase
of surface BCMA was defined as GSI-treated MFIBCMA/control-
MFIBCMA. For intracellular staining, cells were fixed and per-
meabilized using the FoxP3 staining kit (ThermoFisher) and stained
with mAbs specific for interferon-g (IFN-g; B27), interleukin-2 (IL-2;
MQ1-17H12), TNF (MAb11), or Ki67 (B56). For Annexin V staining,
cells were washed with Annexin V–binding buffer and stained
for Annexin V (BioLegend). Flow cytometry was performed on a
FACSCantoII or FACSCelesta and data were analyzed with
FlowJo (Treestar). For patient samples, BCMA antibody-binding
capacity (ABC) and the percentage of positive plasma cells before
and after GSI were measured as described previously.45

NSG mouse models
NOD/SCID/gc2/2 (NSG) mice were purchased from The Jackson
Laboratory or bred at Fred Hutchinson Cancer Research Center.
Malemice (8-10 weeks old) were irradiated (275 Gy) and injected
IV with 5 3 106 MM.1R/eGFP-ffluc cells the following day. In
other experiments, 5 3 106 RPMI 8226/eGFP-ffluc cells were
injected subcutaneously into the flank. Tumor engraftment was
monitored by bioluminescence imaging andmice were assigned
to treatment groups so that each group possessed equal av-
erage tumor luminescence.37 On days 19 to 20 (MM.1R) or day
24 (RPMI 8226) after tumor inoculation, mice received either GSI
alone, CAR T cells, or both. RO4929097 was formulated in 1%
hydroxypropyl cellulose, 0.5% Tween 80, 5% dimethyl sulfoxide;
LY3039478 was formulated in 1% carboxymethylcellulose and
0.25% Tween 80. Both compounds were suspended by probe
and waterbath sonication. GSIs were administered by oral ga-
vage prior to and after IV administration of CAR T cells, for up to
90 days. LY3039478 concentrations in peripheral blood were
measured as described.46 BCMA expression on myeloma cells in
bone marrow and sBCMA levels in serum were analyzed after
euthanasia. The institutional animal care and use committee
approved of all mouse experiments.

Statistical analyses
Student paired and unpaired t tests, 1-way analysis of variance
(ANOVA)with theDunnett or Tukeyposttest, theMann-Whitney test,
and the log-rank (Mantel-Cox) test were performed using Prism 7.0c
(GraphPad). Linear regression analyses were conducted using R
software (version 3.4.1) to show the correlation between BCMA and
IFN-g. Results with a P value of ,.05 were considered significant.

Results
Characterization of BCMA-specific CARs
CARs were constructed using VH and VL from the BCMA-specific
C11 antibody (Figure 1A).37,40 CD81 T cells expressing the VH/VL
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(HL) 4-1BB/CD3z CAR produced more IFN-g upon recognition
of K562 cells transfected to express BCMA (K562-BCMA) or
BCMA-expressing RPMI 8226 cells (8226), compared with those
expressing the VL/VH (LH) 4-1BB/CD3z CAR (Figure 1B). The
composition of the extracellular spacer can affect CAR T-cell
recognition,38 thus, spacer lengths of the HL 4-1BB/CD3z CAR
were varied by eliminating portions of the IgG4 Fc and/or in-
corporating STII sequences, which can enhance CAR function41

(Figure 1C). CARs varying in spacer length from 48 to 228 amino
acids exhibited increased IFN-g production in response to
BCMA1 myeloma cell lines compared with a CAR with a short
12-aa IgG4 hinge spacer (Figure 1D).

We compared the HL/3ST CAR with either a 4-1BB/CD3z or
CD28/CD3z signaling domain to a VL/VH (LH)/CD28/CD3z CAR
(BCMA-2) with a CD8a spacer and transmembrane domain that
has efficacy in the clinic26,27,40 (Figure 1A). T cells expressing HL/
3ST CARs with either signaling domain exhibited similar IFN-g
and IL-2 production, and greater proliferation upon coculture
with BCMA1-cell lines than the BCMA-2 CAR (Figure 1E-F). The
surface expression of each CAR, as measured by staining with
recombinant Fc/BCMA, was similar (Figure 1G), indicating that
the differences in effector function were due to scFv orientation
and/or differences in spacer, transmembrane, and costimulatory
sequences. The HL/3ST/4-1BB/CD3z CAR was used for subse-
quent experiments and is hereafter referred to as BCMA CAR.

Recognition of primary myeloma cells by CAR
T cells correlates with surface BCMA levels
Primary myeloma cells vary in BCMA surface expression.20, We
assessed BCMA expression on CD1381 cells from MM patient
bone marrow. BCMA was detected on 21 of 22 samples (95%)
with 12 (54%) showing more than a twofold increase in MFI over
isotype (BCMA11), 9 (41%) expressing moderate levels (1.25-
fold to twofold; BCMA1), and 1 (5%) dim or negative (,1.25-fold;
BCMA1/2) (Figure 2A). Notably, higher BCMA expression on
patient samples (n 5 9) positively correlated with IFN-g pro-
duction in BCMA CAR T-cell cocultures (Figure 2B). These data
suggest that surface BCMA is a determinant of tumor cell rec-
ognition by CAR T cells.

sBCMA inhibits CAR T-cell recognition
MM patients have elevated levels of sBCMA in blood,22,47 and
we anticipated sBCMA would be present in the bone marrow,
the primary site where CAR T cells encounter tumor. BCMA
was detected at concentrations of 10 to 5419 ng/mL (median,
338 ng/mL) in the supernatant of BMA from MM patients
(n 5 15), and was below 20 ng/mL in BMA from patients with
other hematological malignancies (n5 5) (Figure 3A). sBCMAwas
highest in samples with.2% CD1381 cells (range, 3% to 33.1%),
and 5 samples had concentrations over 1000 ng/mL (Figure 3A).

We then evaluated whether sBCMA bound to CD41 and CD81

BCMA CAR T cells using a competitive Fc/BCMA-binding assay.
We observed that Fc/BCMA-APC binding was reduced in a
dose-dependent fashion by the addition of nonfluorescent
recombinant BCMA (Figure 3B-C; supplemental Figure 1A). To
determine whether sBCMA binding affected recognition of
BCMA1 target cells, cytokine production and cytolysis were
measured after coculture of BCMA or CD19 CAR T cells with
8226, U266, or K562/CD19 cells in the presence of exogenous
recombinant BCMA. Recombinant BCMA in concentrations as

low as 10 ng/mL reduced the frequency of cytokine-producing
BCMA CAR T cells (Figure 3D; supplemental Figure 1B), but did
not impair CD19 CAR T cells. Only high concentrations (333-
1000 ng/mL) of recombinant BCMA affected cytolytic activity of
CAR T cells against 1 of 3 BCMA1 cell lines, consistent with the
lower threshold for cytolysis compared with cytokine production
(Figure 3E; supplemental Figure 1C).48

Inhibition of GS increases BCMA on myeloma cells
The escape of antigen low/negative tumor is a mechanism of
failure after therapy with antigen-specific T cells.13,49,50 We hy-
pothesized that treatment of myeloma cells with a GSI would
increase surface BCMA and improve CAR T-cell recognition. We
confirmed expression of GS subunits in myeloma cell lines with
different levels of BCMA expression (supplemental Figures 2
and 3A), and found that culturing these cell lines with GSI
RO4929097 for 24 hours exhibited a dose-dependent increase
in surface BCMA that was maximal above 0.1 mM (Figure 4A-B).
Increased surface BCMA was accompanied by decreased sBCMA
in supernatant, consistent with inhibition of GS-mediated cleavage
as the mechanism of action (Figure 4C). The increase in surface
BCMA was rapid, with a threefold to sixfold increase after 5 hours
of exposure to RO4929097; and reversible, with a return to
baseline 3 hours after drug removal (Figure 4D). RO4929097 also
increased surface BCMA levels on primary CD1381 myeloma
cells frompatients (n57)with a concentrationof$0.1mM, resulting
in a threefold to 10-fold increase after 4 hours (Figure 4E-F).

We tested a structurally distinct more potent GSI (LY3039478)
with a 50% inhibitory concentration of 0.4 nM compared with
4 nM for RO4929097. Treatment of myeloma cell lines with
LY3039478 showed a similar fivefold to 10-fold surface BCMA
upregulation, but induced near maximum BCMA levels at a
lower concentration (0.01 mM) than RO4909297 (Figure 4G).
Surface BCMA also increased by threefold to ninefold on patient
CD1381myeloma cells (n5 7) cultured in$ 0.01mMLY3039478
for 4 hours (Figure 4H-I). We did not observe alterations in
myeloma cell viability or expression of other surface markers,
including CD38, SLAMF7, CD80, CD86, PD-L1, and CD138,
even after longer exposure to RO4929097 or LY3039478 (sup-
plemental Figure 3B-D). Collectively, these data demonstrate that
inhibiting cleavage of BCMA with GSIs increases surface density
of BCMA on myeloma cells.

BCMA CAR T-cell recognition of myeloma cells is
enhanced by GSI treatment
We next evaluated the effects of GSI on recognition of myeloma
cells by BCMA CAR T cells. Pretreatment of MOLP8, which
expresses low BCMA levels, with GSI significantly increased the
frequency of T cells that produced cytokines and improved lysis
by BCMA CAR T cells (Figure 5A; supplemental Figure 4A). Lysis
of MOLP8 by SLAMF7 CAR T cells was not increased by GSI
treatment. GSI treatment of KMS-12-BM and L-363, which ex-
press intermediate BCMA levels, also increased BCMA CAR
T-cell cytokine production. T-cell cytokine production and lysis
of MM.1R, which expresses high levels of BCMA without GSI,
was not improved by GSI treatment (supplemental Figures 4B
and 5). These data suggest there is a threshold of BCMA ex-
pression beyond which CAR T-cell activity is not further in-
creased. Importantly, we did not observe an increase in the
frequency of CAR T cells undergoing activation-induced cell
death (AICD) after exposure to myeloma cell lines (8226 and
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Figure 1. BCMA CAR design and optimization. (A) Schematic of CAR constructs containing the C11 scFv in VH/VL or VL/VH configuration (HL or LH), 4-1BB, or CD28
costimulatory domain (costim), CD3z signaling domain, T2A ribosomal skip sequence, and EGFRt. The previously described BCMA-2 CAR40 is also depicted, and contains a
CD8a hinge and transmembrane (TM) domain, and a CD28 costimulatory domain. (B) CD81 T cells were transduced with C11/HL and C11/LH 4-1BB/CD3z CARs containing a
long spacer sequence (IgG4 hinge-CH2-CH3NQ) and selected for EGFRt expression. IFN-g production in supernatants of CAR T cells after stimulation with K562, K562/BCMA,
and 8226 cells for 24 hours was measured by ELISA. T cells were prepared from 2 different donors and values were normalized to production of C11/LH/4-1BB/CD3z against
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MM.1R) that express high levels of BCMA after GSI treatment
(supplemental Figure 6).

We next pretreated CD1381 primary myeloma cells with
RO4929097 or LY3039478 prior to coculture with BCMA CAR
T cells. GSI pretreatment of primary myeloma cells increased
proliferation of BCMA CAR T cells (Figure 5B), and all but 1
sample induced a greater proportion of CAR T cells to produce
IFN-g by intracellular staining (Figure 5C-D). The effect on IFN-g
was observed at concentrations as low as 0.01 mM RO4929097
and LY3039478. The 1 sample for which recognition was not
augmented had the highest baseline BCMA expression (data not
shown), and induced IFN-g production in .20% of CAR T cells
without GSI. Together, these data demonstrate that increased
surface density of BCMA on CD1381 primary myeloma cells and
cell lines with LY3039478 or RO4929097 improves recognition
and activation of BCMA CAR T cells.

To confirm that the effects of GSI on BCMA expression were due
to inhibition of cleavage, we constructed mutants with a CD28
transmembrane region (BCMA28tm). GSI treatment of K562 cells
transfected with wild-type BCMA increased surface BCMA and
reduced sBMCA, whereas K562 cells transfected with BCMA28tm

expressed higher levels of BCMA at baseline and exhibited
minimal upregulation with GSI treatment (supplemental Figure
7A-B). The K562-BCMA and K562-BCMA28tm transfectants both
expressed high levels of BCMA, and likeMM1.R, lysis by CART cells
was not increased by GSI treatment (supplemental Figure 7C).

Effects of GSI on T-cell function
A theoretical concern for using GSI to augment BCMA levels is
that T-cell effector functions might be altered by inhibition of the
Notch pathway.51,52 We evaluated the effects of GSI on CD19

CAR T cells because CD19 levels are not altered by GSI
(Figure 6A). CD19 CAR T cells were cocultured with K562/CD19
cells in the presence of GSI, and T-cell viability and effector
functions were measured. RO4929097 and LY3039478 did not
impair viability or cytolytic activity of CD19 CAR T cells (Figure
6B-C). However, both GSIs reduced IL-2 production by CD19
CAR T cells after stimulation with K562/CD19, and inhibition was
reversible after removal of the GSI from the culture (Figure 6D-E).
Proliferation of CD19 CAR T cells was also reduced when con-
centrations of RO4929097 or LY3039478 exceeded 1 mM or 0.1
mM, respectively, whereas lower concentrations did not affect
T-cell entry into cell division or the number of divisions that
occurred over 4 days after tumor cell stimulation (Figure 6F).

To assess effects of prolonged exposure of CAR T cells to GSI,
we expanded CD19 CAR T cells in the presence of increasing
concentrations of RO4929097 or LY3039478 and tested their
function after GSI removal. CD19 CAR T cells cultured with
RO4929097 or LY3039478 showed dose-dependent decreases
in expansion over 7 days (supplemental Figure 8A-B). However,
upon tumor restimulation in the absence of GSI, CD19 CAR
T cells produced similar levels of IFN-g as CAR T cells cultured
without GSI (supplemental Figure 8C-D). These data suggest
that GSI dosing in MM patients treated with BCMA CAR T cells
may need to be titrated to avoid adverse effects on CAR T-cell
function.

GSI increases the antitumor efficacy of BCMA CAR
T cells in vivo
To establish an in vivo dose of GSI that would not exceed
concentrations where decreases in T-cell function were ob-
served in vitro, NSG mice were administered 2 doses of
LY3039478 (1 or 3mg/kg) 24 hours apart (Figure 7A). Peak serum

Figure 1 (continued) K562/BCMA. (C) Schematic of various spacers used in the C11/HL/4-1BB/CD3z BCMA-CARs. (D) IFN-g production in supernatants of CD81 BCMA CAR
T cells with the indicated spacers after stimulation with 8226 and U266 myeloma cell lines for 24 hours as measured by ELISA. IFN-g was normalized to production of long spacer
CAR against 8226 or U266, respectively. (E) IFN-g (left) and IL-2 (right) in supernatants of CD41 and CD81 T cells expressing C11/HL/3ST/4-1BB/CD3z, C11/HL/3ST/CD28/CD3z,
or BCMA-2 CARs after 24 hours coculture with the indicated BCMA2 and BCMA1 target cells. Values were normalized to BCMA-2 against K562/BCMA. (F) Proliferation of
CD41 and CD81 BCMA CAR T cells after stimulation with target cells for 72 hours analyzed by CFSE dilution assay. (G) Representative CAR expression on CD81 BCMA CAR
T cells after isolation and expansion as measured by BCMA/Fc conjugated to APC. The E:T ratio was 2:1 in all assays. Data in panels D through G are summarized (D-E) or
representative (F-G) of 2 or more individual experiments with T cells prepared from different donors. Data depicted in bar graphs represent mean plus standard error of the
mean (SEM). ***P , .001; as determined by 1-way ANOVA with the Dunnett posttest. ns, not significant.
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Figure 2. BCMA CARs recognize patient CD1381myeloma cells in vitro. (A) Staining of BCMA on 8226 and 3 representative primary MM samples. Open histograms depict
stainingwith isotype control. All plots are gated onCD381 (thawed) or CD1381 (fresh) CD452propidium iodide (PI)2 singlet cells after Ficoll separation andCD1381 enrichment of
freshly collected BMAs. Summarized data for all evaluable primary MM samples (n5 22) are shown as pie charts. (B) IFN-g concentrations in supernatants of CD81 BCMA CAR
T cells after stimulation with primary CD1381 myeloma cells for 24 hours at a ratio of 2:1 as measured by ELISA. BCMA CAR T cells were generated from different allogeneic
donors. Untransduced T cells or T cells transducedwith an irrelevant CAR from the same donor were included as a control for alloreactivity as well as the CD138-depleted fraction
from patient samples as a control for BCMA specificity. Supernatants from control cultures were,275 pg/mL in all assays. Correlation between BCMA and IFN-g is depicted with
P values by linear regression.
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drug concentrations after the 3 mg/kg dose reached 0.388 to
0.499 mM, in excess of the.0.1 mM concentration that inhibited
T-cell function in vitro. In contrast, the 1 mg/kg dose resulted in
peak serum concentrations of 0.046 to 0.08 mM, and was se-
lected for further experiments.

To determine whether GSI administration upregulated BCMA
expression on myeloma cells in vivo, NSG mice were engrafted
IV with MM.1R cells and administered 2 doses of LY3039478,
RO4929097, or vehicle. Surface BCMA expression on MM.1R
harvested frommice 8 hours after the secondGSI dose showed a
fivefold increase compared with vehicle-treatedmice (Figure 7B;
supplemental Figure 9A). Serum concentrations of sBCMA
dropped below 0.4 ng/mL 8 hours after the second dose of GSI
but not after vehicle (Figure 7C; supplemental Figure 9B). GSI
effects were transient as both surface BCMA expression and
sBCMA returned tobaselinewithin 48 hours of treatment cessation.
These kinetics were similar for LY3039478 and RO4929097 and

both agents upregulated surface BCMA on tumor cells while
reducing levels of sBCMA in peripheral blood.

We focused subsequent experiments on addressing whether
GSIs improve antitumor efficacy of BCMA CAR T cells on
LY3039478 since this molecule was available for clinical trans-
lation. Because BCMA was upregulated for 24 hours after GSI in
MM.1R-bearing NSG mice, LY3039478 or vehicle was admin-
istered 3 times per week in combination with a single subcurative
dose of BCMA or control CD19 CAR T cells. Mice receiving
BCMA CAR T cells with either LY3039478 or vehicle showed
reduction in tumor bioluminescence on days 7 and 10 (Figure 7D).
After day 10, tumors began to progress in mice receiving ve-
hicle, whereas mice receiving LY3039478 had sustained tumor
control until day 35, and prolonged survival (Figure 7E). At the
time that all mice receiving BCMA CAR T cells alone had died
of tumor progression, 60% of animals in the group receiving
BCMA CAR T plus LY3039478 were still alive. LY3039478 had
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no effect on tumor growth in groups treated with control CD19
CAR T cells.

We then asked whether LY3039478 could improve BCMA CAR
T-cell efficacy in a secondmodel using RPMI 8226myeloma cells
injected into the flank. By day 42, all mice treated with BCMA

CAR T cells alone had progressive tumors, whereas mice that
received BCMA CAR plus LY3039478 had cleared tumors
completely and remained tumor-free (supplemental Figure 9C-
D). Together, these data demonstrate that GSI administration
enhances the antitumor efficacy of BCMA-specific CAR T cells in
xenograft tumor models.

E

0 M
0.01 M
0.1 M

1 M
10 M

+RO4929097

isotype

BCMA

D

0 1 3 5

Fo
ld

 ch
an

ge
 in

 B
CM

A 10

5

0

RO4929097
added

Time (h)

8226

U266

MM.1R

RO4929097
washed out

0 1 3 5

Time (h)

8226

U266

F

Fo
ld

 ch
an

ge
 in

 B
CM

A 15

10

5

0

*
*

*

*

0 0.01 1 100.1

RO4929097 ( M)

+LY3039478

BCMA

0 M

0.01 M

0.1 M

1 M

isotype

H
Fo

ld
 ch

an
ge

 in
 B

CM
A 15

10

5

0

LY3039478 ( M)

**
**

**

0
0.

00
1

0.
1

1.
0

0.
01

I

8226

U266

MM.1R

KMS-12-BM

L-363

MOLP8

G

Fo
ld

 ch
an

ge
 in

 B
CM

A 15

10

5

0

*
**

*

*

*

0
0.

00
1

0.
1

1.
0

0.
01

LY3039478 ( M)

B

8226

U266

MM.1R KMS-12-BM

L-363

MOLP8

Fo
ld

 ch
an

ge
 in

 B
CM

A 15

10

5

0
0 0.01 10.1

*
**

**

**

RO4929097 ( M)

8226

U266

MM.1R KMS-12-BM

L-363

MOLP8

C

sB
CM

A 
(n

g/
m

L)

15

10

5

0

*
*

**

*

0 0.01 10.1

RO4929097 ( M)

A

+RO4929097

BCMA

0 M

0.01 M

0.1 M

1 M

isotype

Figure 4. GSI decreases shedding of BCMA from myeloma cell lines and primary samples. (A) Surface BCMA staining of MM.1R after 24-hour incubation with increasing
concentrations of RO4929097. (B) Fold change in surface BCMA on myeloma cell lines after 24-hour incubation with increasing concentrations of RO4929097. (C) Concentration
of sBCMA in supernatant of cell lines cultured in increasing concentrations of RO4929097 for 24 hours as measured by ELISA. (D) Fold change of surface BCMA expression on
myeloma cell lines cultured in 1 mM RO4929097 at various time points (hours) and after RO4929097 was washed out and cells were cultured in media without GSI (left and right
panel, respectively). (E-F) Representative staining (E) and fold increase of BCMA (F) on CD1381 primary myeloma cells (n5 7) after 4-hour incubation with increasing amounts of
RO4929097. (G) Fold change in surface BCMA on myeloma cell lines after 24-hour incubation with increasing concentrations of LY3039478. (H-I) Representative staining (H) and
fold increase of BCMA (I) on CD1381 primary myeloma cells (n 5 7) after 4-hour incubation with increasing amounts of LY3039478. Primary cells and cell lines were cultured at
0.53 106 cells per milliliter. Fold change in BCMA is defined as treated (MFIBCMA)/control (MFIBCMA) and isotype corrected for primary samples. Data in panels A through D and
G are representative of 3 independent experiments. *P , .05, **P , .01, as determined by repeated measures 1-way ANOVA with the Tukey posttest.

SMALL-MOLECULE AUGMENTATION OF BCMA CAR T CELLS blood® 7 NOVEMBER 2019 | VOLUME 134, NUMBER 19 1591

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/134/19/1585/1505398/bloodbld2019000050.pdf by guest on 08 June 2024



GSI administration to patients markedly increases
BCMA on myeloma cells
To assess whether administering LY3039478 to patients altered
BCMA expression onmyeloma cells in vivo, we gave 3 oral doses

(25 mg each) of LY3039478 over 5 days to 3 patients with
refractory MM who were eligible for a clinical trial combining
BCMA CAR T cells and GSI (NCT03502577). BCMA expression
on myeloma cells was assessed in BMAs obtained prior to and
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4 to 6 hours following the third dose of LY3039478. The per-
centage of BCMA1 MM cells increased from a median of 27.5%
to 99.3% and the expression level of BCMA increased a me-
dian of 33-fold (range, 8.7-fold to 157-fold) (Figure 7F). The
frequency of myeloma cells and expression of Ki67 was not

significantly altered, consistent with the lack of a major anti-
tumor effect of GSI in this dosing regimen (Figure 7G-H). Thus,
orally administered GSI upregulates BCMA expression and
increases the frequency of BCMA1 myeloma cells in MM
patients.
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Discussion
CAR T cells have shown impressive antitumor activity in clinical
trials, but incomplete tumor eradication remains an obstacle.30-32

A factor contributing to recurrent disease is the failure to elimi-
nate tumor cells with low target antigen expression.27,48,53 CARs
constructed from scFvs that have higher ligand affinity can facilitate
recognition of low antigen-bearing tumor cells in some circum-
stances, but do not achieve the sensitivity of TCR recognition.48,53

An alternative to improve CAR T-cell efficacy is to increase the
target density on tumor cells, and our results show how such a
strategy can be applied to BCMA in MM.

BCMA targeting with CAR T-cell and antibody-based approaches is
currently in clinical trials,20,28,54-57 and inter- and intrapatient hetero-
geneity of BCMA expression on myeloma cells poses a barrier to
efficacy.27 BCMA is cleaved from tumor cells by GS and the release
of sBCMA may contribute to the immunodeficiency in MM by
sequestering B-cell activating factor and a proliferation-inducing
ligand.58 Our data show that BCMA cleavage can also interfere
with CAR T-cell recognition of tumor cells both by lowering target
density on the tumor cell and binding of sBCMA to the CAR.
Shedding of BCMA is blocked effectively on myeloma cells in vitro
and in vivo by exposure to GSIs used in the clinic for treatment of
Notch-overexpressing cancers and Alzheimer disease.34,35,46,59 Al-
though mild-to-moderate gastrointestinal toxicity was observed
with higher doses of LY3039478,46 blocking of BCMA shedding can
be achieved at lower nontoxic doses. Increasing BCMA surface ex-
pression on myeloma cells with GSI correlates with increased CAR
T-cell effector function in vitro including cytokine release and pro-
liferation, and improved in vivoantitumor activity inpreclinicalmodels.
Pisklakova et al60 reported that RO4929097 reducedMMgrowth in
a preclinicalmodel by inhibition ofNotch signaling, associatedwith
reduced angiogenesis and downregulation of transforming growth
factor b1. In our models, we did not observe a direct antitumor
effect of GSI, but this might be due to a difference in dosing.

The initial clinical trials targeting BCMA with CAR T cells used
stringent criteria for BCMA surface expression (.50% BCMA1)
for patient enrollment.26,27 We show that administration of
LY3039478 toMMpatients with low BCMA expression can result
in a marked increase in the frequency of BCMA1 tumor cells and
BCMA target density on tumor cells, whichmay obviate the need
to exclude patients with low BCMA expression at baseline, and
enhance the therapeutic activity of BCMA-targeting agents in
patients with heterogeneous expression. GSI treatment could
also be considered for patients with antigen-low relapse after
BCMA-targeted therapies, or to restimulate CAR T-cell prolif-
eration at later time points to boost antitumor activity.

There are potential limitations to this strategy that will require
careful evaluation in clinical trials. Inhibition of BCMA cleavage
by GS is reversible, and if drug exposure is too short, tumor cells
may still escape CAR T-cell recognition. We also show that CAR
T-cell function can be reversibly inhibited by high concentrations
of GSI and it may be necessary to maintain drug concentrations
below inhibitory levels when combined with CAR T-cell therapy.
It is also possible that upregulating ligand density on tumor cells
could cause AICD of CAR T cells or increase the risk of cytokine
release syndrome after CAR T-cell infusion. We did not observe
increased AICD of CAR T cells in vitro. Clinical management of
cytokine release syndrome after CAR T cells has improved with

earlier intervention, and preventative agents have been identified,61,62

suggesting that this limitation may be manageable. CAR T cells
are a disruptive approach to treating hematologic malignancies,
but optimization is necessary to achieve maximal patient benefit.
Our study suggests that combining CAR T cells targeting BCMA
with a GSI is a promising approach to improve tumor cell elim-
ination in MM, and we have initiated a clinical trial combining GSI
with BCMA CAR T cells (NCT03502577).

Acknowledgments
The authors thank D. Parilla, M. Jess, and L. King (Shared Resources, Fred
Hutchinson Cancer Research Center) for performing mouse experiments;
M. Nartea and S. Thomas for sample processing; andM. Biernacki andM.
Bleakley for providing control bone marrow plasma samples.

This work was supported by a generous gift from Bard Richmond and
grants from the Multiple Myeloma Opportunities in Research and Edu-
cation (MMORE; D.J.G.), National Institutes of Health, National Cancer
Institute grants CA136551 and CA018029 (S.R.R.), as well as research
funding from Juno Therapeutics, a Celgene company (D.J.G.).

Authorship
Contribution: M.J.P., T.H., G.O.C., J.J.A., J.K., A.I.S., M.H., M.L.C., A.R.,
B.K.R.P., L.L., A.J.C., and B.L.W. acquired data (performed experiments
or provided samples, plasmids, etc); J.M.V. and Q.W. performed sta-
tistical analysis of data; M.J.P., T.H., S.R.R., and D.J.G. conceived and
designed the research; M.J.P., T.H., S.R.R., and D.J.G. wrote the paper;
and M.J.P., S.R.R., and D.J.G. supervised the study.

Conflict-of-interest disclosure: A patent application covering applications
of GSI for cellular therapy has been filed by T.H., S.R.R., and D.J.G. B.K.R.P.
is employed by Eli Lilly and Company. A.J.C. has received research funding
from Juno Therapeutics, a Celgene company, Janssen, AbbVie, and Sanofi;
and has served as a consultant for Celgene. D.J.G. has received research
funding and royalties from Juno Therapeutics, a Celgene company, and has
served as an advisor to Juno Celgene, GlaxoSmithKline, and Seattle Ge-
netics. S.R.R. is a founder of Juno Therapeutics, a Celgene company, and
Lyell Immunopharma, and has served as an advisor to Juno Therapeutics, a
Celgene company, Nohla, Adaptive Biotechnologies and Cell Medica. The
remaining authors declare no competing financial interests.

The current affiliation for L.L. is School of Life Science, Fudan University,
Shanghai, China.

ORCID profiles: M.J.P., 0000-0002-5934-9990; T.H., 0000-0002-9192-
8327; G.O.C., 0000-0003-0135-2406; A.I.S., 0000-0003-3820-0895;
A.R., 0000-0002-0036-4301; L.L., 0000-0001-6182-9822; D.J.G., 0000-
0003-0477-1446.

Correspondence: Stanley R. Riddell, Fred Hutchinson Cancer Research
Center, 1100 Fairview Ave N, D3-100, Seattle, WA 98109; e-mail:
sriddell@fredhutch.org.

Footnotes
Submitted 6 February 2019; accepted 20 August 2019. Prepublished
online as Blood First Edition paper, 25 September 2019; DOI 10.1182/
blood.2019000050.

*D.J.G. and S.R.R. share authorship.

Raw data and protocols will be provided upon request to sriddell@
fhcrc.org.

The online version of this article contains a data supplement.

The publication costs of this article were defrayed in part by page charge
payment. Therefore, and solely to indicate this fact, this article is hereby
marked “advertisement” in accordance with 18 USC section 1734.

SMALL-MOLECULE AUGMENTATION OF BCMA CAR T CELLS blood® 7 NOVEMBER 2019 | VOLUME 134, NUMBER 19 1595

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/134/19/1585/1505398/bloodbld2019000050.pdf by guest on 08 June 2024

http://orcid.org/0000-0002-5934-9990
http://orcid.org/0000-0002-9192-8327
http://orcid.org/0000-0002-9192-8327
http://orcid.org/0000-0003-0135-2406
http://orcid.org/0000-0003-3820-0895
http://orcid.org/0000-0002-0036-4301
http://orcid.org/0000-0001-6182-9822
http://orcid.org/0000-0003-0477-1446
http://orcid.org/0000-0003-0477-1446
mailto:sriddell@fredhutch.org
https://doi.org/10.1182/blood.2019000050
https://doi.org/10.1182/blood.2019000050
mailto:sriddell@fhcrc.org
mailto:sriddell@fhcrc.org


REFERENCES
1. Attal M, Harousseau JL, Stoppa AM, et al. A

prospective, randomized trial of autologous
bone marrow transplantation and chemo-
therapy in multiple myeloma. Intergroupe
Français du Myélome. N Engl J Med. 1996;
335(2):91-97.

2. Barlogie B, Kyle RA, Anderson KC, et al.
Standard chemotherapy compared with high-
dose chemoradiotherapy for multiple mye-
loma: final results of phase III US Intergroup
Trial S9321 [published correction appears in J
Clin Oncol. 2006;24(17):2687]. J Clin Oncol.
2006;24(6):929-936.

3. Bladé J, Rosiñol L, Cibeira MT, Rovira M,
Carreras E. Hematopoietic stem cell trans-
plantation for multiple myeloma beyond
2010. Blood. 2010;115(18):3655-3663.

4. Child JA, Morgan GJ, Davies FE, et al; Medical
Research Council Adult Leukaemia Working
Party. High-dose chemotherapy with hema-
topoietic stem-cell rescue for multiple mye-
loma.N Engl J Med. 2003;348(19):1875-1883.

5. Harousseau JL, Attal M, Divine M, et al.
Autologous stem cell transplantation after first
remission induction treatment in multiple
myeloma. A report of the French Registry on
Autologous Transplantation in Multiple Mye-
loma. Stem Cells. 1995;13(suppl 2):132-139.

6. Scott EC, Hari P, Sharma M, et al. Post-
transplant outcomes in high-risk compared
with non-high-risk multiple myeloma: a
CIBMTR analysis. Biol Blood Marrow Trans-
plant. 2016;22(10):1893-1899.

7. Sonneveld P, Avet-Loiseau H, Lonial S, et al.
Treatment of multiple myeloma with high-risk
cytogenetics: a consensus of the International
Myeloma Working Group. Blood. 2016;
127(24):2955-2962.

8. Chim CS, Kumar SK, Orlowski RZ, et al.
Management of relapsed and refractory mul-
tiple myeloma: novel agents, antibodies, im-
munotherapies and beyond [published
correction appears in Leukemia. 2019;33(4):
1058-1059]. Leukemia. 2018;32(2):252-262.

9. Lonial S, Boise LH, Kaufman J. How I treat
high-risk myeloma. Blood. 2015;126(13):
1536-1543.

10. Kumar SK, Lee JH, Lahuerta JJ, et al; In-
ternational Myeloma Working Group. Risk of
progression and survival in multiple myeloma
relapsing after therapy with IMiDs and bor-
tezomib: a multicenter international myeloma
working group study [published correction
appears in Leukemia. 2012;26(5):1153].
Leukemia. 2012;26(1):149-157.

11. Palumbo A, Anderson K. Multiple myeloma.
N Engl J Med. 2011;364(11):1046-1060.

12. Brentjens RJ, Davila ML, Riviere I, et al. CD19-
targeted T cells rapidly induce molecular
remissions in adults with chemotherapy-
refractory acute lymphoblastic leukemia. Sci
Transl Med. 2013;5(177):177ra38.

13. Maude SL, Frey N, Shaw PA, et al. Chimeric
antigen receptor T cells for sustained remis-
sions in leukemia. N Engl J Med. 2014;
371(16):1507-1517.

14. Turtle CJ, Hanafi LA, Berger C, et al.
Immunotherapy of non-Hodgkin’s lymphoma
with a defined ratio of CD81 and CD41

CD19-specific chimeric antigen receptor-
modified T cells. Sci Transl Med. 2016;8(355):
355ra116.

15. Kalos M, Levine BL, Porter DL, et al. T cells
with chimeric antigen receptors have potent
antitumor effects and can establish memory in
patients with advanced leukemia. Sci Transl
Med. 2011;3(95):95ra73.

16. Turtle CJ, Hay KA, Hanafi LA, et al. Durable
molecular remissions in chronic lymphocytic
leukemia treated with CD19-specific chimeric
antigen receptor-modified T cells after failure
of ibrutinib. J Clin Oncol. 2017;35(26):
3010-3020.

17. Kochenderfer JN, Dudley ME, Kassim SH,
et al. Chemotherapy-refractory diffuse large
B-cell lymphoma and indolent B-cell malig-
nancies can be effectively treated with au-
tologous T cells expressing an anti-CD19
chimeric antigen receptor. J Clin Oncol. 2015;
33(6):540-549.

18. Avery DT, Kalled SL, Ellyard JI, et al. BAFF
selectively enhances the survival of plasma-
blasts generated from human memory B cells.
J Clin Invest. 2003;112(2):286-297.

19. O’Connor BP, Raman VS, Erickson LD, et al.
BCMA is essential for the survival of long-lived
bone marrow plasma cells. J Exp Med. 2004;
199(1):91-98.

20. Seckinger A, Delgado JA, Moser S, et al.
Target expression, generation, preclinical
activity, and pharmacokinetics of the BCMA-T
cell bispecific antibody EM801 for multiple
myeloma treatment. Cancer Cell. 2017;31(3):
396-410.

21. Thompson JS, Schneider P, Kalled SL, et al.
BAFF binds to the tumor necrosis factor
receptor-like molecule B cell maturation an-
tigen and is important for maintaining the
peripheral B cell population. J ExpMed. 2000;
192(1):129-135.

22. Rennert P, Schneider P, Cachero TG, et al. A
soluble form of B cell maturation antigen, a
receptor for the tumor necrosis factor family
member APRIL, inhibits tumor cell growth.
J Exp Med. 2000;192(11):1677-1684.

23. Jelinek DF, Darce JR. Human B lymphocyte
malignancies: exploitation of BLyS and APRIL
and their receptors. Curr Dir Autoimmun.
2005;8:266-288.

24. Novak AJ, Darce JR, Arendt BK, et al.
Expression of BCMA, TACI, and BAFF-R in
multiple myeloma: a mechanism for growth
and survival. Blood. 2004;103(2):689-694.

25. Moreaux J, Legouffe E, Jourdan E, et al. BAFF
and APRIL protect myeloma cells from apo-
ptosis induced by interleukin 6 deprivation
and dexamethasone. Blood. 2004;103(8):
3148-3157.

26. Ali SA, Shi V, Maric I, et al. T cells expressing
an anti-B-cell maturation antigen chimeric
antigen receptor cause remissions of multiple
myeloma. Blood. 2016;128(13):1688-1700.

27. Brudno JN, Maric I, Hartman SD, et al. T cells
genetically modified to express an anti-B-cell
maturation antigen chimeric antigen receptor
cause remissions of poor-prognosis relapsed
multiple myeloma. J Clin Oncol. 2018;36(22):
2267-2280.

28. Cohen AD, Garfall AL, Stadtmauer EA, et al.
B cell maturation antigen-specific CAR T cells
are clinically active in multiple myeloma. J Clin
Invest. 2019;129(6):2210-2221.

29. Raje N, Berdeja J, Lin Y, et al. Anti-BCMA CAR
T-cell therapy bb2121 in relapsed or refractory
multiple myeloma. N Engl J Med. 2019;
380(18):1726-1737.

30. Grupp SA, Kalos M, Barrett D, et al. Chimeric
antigen receptor-modified T cells for acute
lymphoid leukemia. N Engl J Med. 2013;
368(16):1509-1518.

31. O’Rourke DM, Nasrallah MP, Desai A, et al. A
single dose of peripherally infused EGFRvIII-
directed CAR T cells mediates antigen loss
and induces adaptive resistance in patients
with recurrent glioblastoma. Sci Transl Med.
2017;9(399):

32. Fry TJ, Shah NN, Orentas RJ, et al. CD22-
targeted CAR T cells induce remission in
B-ALL that is naive or resistant to CD19-
targeted CAR immunotherapy. Nat Med.
2018;24(1):20-28.

33. Laurent SA, Hoffmann FS, Kuhn PH, et al.
g-Secretase directly sheds the survival re-
ceptor BCMA from plasma cells. Nat Com-
mun. 2015;6:7333.

34. Golde TE, Koo EH, Felsenstein KM, Osborne
BA, Miele L. g-Secretase inhibitors and
modulators. Biochim Biophys Acta. 2013;
1828(12):2898-2907.

35. Yuan X, Wu H, Xu H, et al. Notch signaling: an
emerging therapeutic target for cancer
treatment. Cancer Lett. 2015;369(1):20-27.

36. Salter AI, Ivey RG, Kennedy JJ, et al.
Phosphoproteomic analysis of chimeric anti-
gen receptor signaling reveals kinetic and
quantitative differences that affect cell func-
tion. Sci Signal. 2018;11(544):

37. Hudecek M, Lupo-Stanghellini MT, Kosasih
PL, et al. Receptor affinity and extracellular
domain modifications affect tumor recogni-
tion by ROR1-specific chimeric antigen re-
ceptor T cells. Clin Cancer Res. 2013;19(12):
3153-3164.

38. Hudecek M, Sommermeyer D, Kosasih PL,
et al. The nonsignaling extracellular spacer
domain of chimeric antigen receptors is de-
cisive for in vivo antitumor activity. Cancer
Immunol Res. 2015;3(2):125-135.

39. Gogishvili T, Danhof S, Prommersberger S,
et al. SLAMF7-CAR T cells eliminate myeloma
and confer selective fratricide of SLAMF71
normal lymphocytes. Blood. 2017;130(26):
2838-2847.

40. Carpenter RO, Evbuomwan MO, Pittaluga S,
et al. B-cell maturation antigen is a promising
target for adoptive T-cell therapy of multiple
myeloma. Clin Cancer Res. 2013;19(8):
2048-2060.

41. Liu L, Sommermeyer D, Cabanov A, Kosasih P,
Hill T, Riddell SR. Inclusion of Strep-tag II in
design of antigen receptors for T-cell immu-
notherapy. Nat Biotechnol. 2016;34(4):
430-434.

42. Wang X, Chang WC, Wong CW, et al. A
transgene-encoded cell surface polypeptide
for selection, in vivo tracking, and ablation of
engineered cells. Blood. 2011;118(5):
1255-1263.

1596 blood® 7 NOVEMBER 2019 | VOLUME 134, NUMBER 19 PONT et al

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/134/19/1585/1505398/bloodbld2019000050.pdf by guest on 08 June 2024



43. Sommermeyer D, Hill T, Shamah SM, et al.
Fully human CD19-specific chimeric antigen
receptors for T-cell therapy. Leukemia. 2017;
31(10):2191-2199.

44. Riddell SR, Greenberg PD. The use of anti-
CD3 and anti-CD28 monoclonal antibodies to
clone and expand human antigen-specific
T cells. J Immunol Methods. 1990;128(2):
189-201.

45. Salem DA, Maric I, Yuan CM, et al.
Quantification of B-cell maturation antigen, a
target for novel chimeric antigen receptor
T-cell therapy in myeloma. Leuk Res. 2018;71:
106-111.

46. Massard C, Azaro A, Soria JC, et al. First-in-
human study of LY3039478, an oral Notch
signaling inhibitor in advanced or metastatic
cancer. Ann Oncol. 2018;29(9):1911-1917.

47. Ghermezi M, Li M, Vardanyan S, et al. Serum
B-cell maturation antigen: a novel biomarker
to predict outcomes for multiple myeloma
patients. Haematologica. 2017;102(4):
785-795.

48. Watanabe K, Terakura S, Martens AC, et al.
Target antigen density governs the efficacy of
anti-CD20-CD28-CD3 z chimeric antigen
receptor-modified effector CD81 T cells.
J Immunol. 2015;194(3):911-920.

49. Sotillo E, Barrett DM, Black KL, et al.
Convergence of acquired mutations and al-
ternative splicing of CD19 enables resistance
to CART-19 immunotherapy. Cancer Discov.
2015;5(12):1282-1295.

50. Rapoport AP, Stadtmauer EA, Binder-Scholl
GK, et al. NY-ESO-1-specific TCR-engineered
T cells mediate sustained antigen-specific
antitumor effects in myeloma.Nat Med. 2015;
21(8):914-921.

51. Eagar TN, Tang Q, Wolfe M, He Y, Pear WS,
Bluestone JA. Notch 1 signaling regulates
peripheral T cell activation. Immunity. 2004;
20(4):407-415.

52. Debeb BG, Cohen EN, Boley K, et al. Pre-
clinical studies of Notch signaling inhibitor
RO4929097 in inflammatory breast cancer
cells. Breast Cancer Res Treat. 2012;134(2):
495-510.

53. Walker AJ, Majzner RG, Zhang L, et al. Tumor
antigen and receptor densities regulate effi-
cacy of a chimeric antigen receptor targeting
anaplastic lymphoma kinase. Mol Ther. 2017;
25(9):2189-2201.

54. Lyu MA, Cheung LH, Hittelman WN, Marks
JW, Aguiar RC, Rosenblum MG. The rGel/
BLyS fusion toxin specifically targets malig-
nant B cells expressing the BLyS receptors
BAFF-R, TACI, and BCMA. Mol Cancer Ther.
2007;6(2):460-470.

55. Ramadoss NS, Schulman AD, Choi SH, et al.
An anti-B cell maturation antigen bispecific
antibody for multiple myeloma. J Am Chem
Soc. 2015;137(16):5288-5291.

56. Tai YT, Mayes PA, Acharya C, et al. Novel anti-
B-cell maturation antigen antibody-drug
conjugate (GSK2857916) selectively induces
killing of multiple myeloma. Blood. 2014;
123(20):3128-3138.

57. Varga C, Laubach JP, Anderson KC,
Richardson PG. Investigational agents in im-
munotherapy: a new horizon for the treatment
of multiple myeloma. Br J Haematol. 2018;
181(4):433-446.

58. Sanchez E, Gillespie A, Tang G, et al. Soluble
B-cell maturation antigen mediates tumor-
induced immune deficiency in multiple mye-
loma. Clin Cancer Res. 2016;22(13):
3383-3397.

59. Tolcher AW, Messersmith WA, Mikulski SM,
et al. Phase I study of RO4929097, a gamma
secretase inhibitor of Notch signaling, in pa-
tients with refractory metastatic or locally
advanced solid tumors. J Clin Oncol. 2012;
30(19):2348-2353.

60. Pisklakova A, Grigson E, Ozerova M, Chen F,
Sullivan DM, Nefedova Y. Anti-myeloma
effect of pharmacological inhibition of
Notch/gamma-secretase with RO4929097 is
mediated by modulation of tumor microen-
vironment. Cancer Biol Ther. 2016;17(5):
477-485.

61. Giavridis T, van der Stegen SJC, Eyquem J,
Hamieh M, Piersigilli A, Sadelain M. CAR T
cell-induced cytokine release syndrome is
mediated by macrophages and abated by IL-1
blockade. Nat Med. 2018;24(6):731-738.

62. Norelli M, Camisa B, Barbiera G, et al.
Monocyte-derived IL-1 and IL-6 are differen-
tially required for cytokine-release syndrome
and neurotoxicity due to CAR T cells. Nat
Med. 2018;24(6):739-748.

SMALL-MOLECULE AUGMENTATION OF BCMA CAR T CELLS blood® 7 NOVEMBER 2019 | VOLUME 134, NUMBER 19 1597

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/134/19/1585/1505398/bloodbld2019000050.pdf by guest on 08 June 2024


