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1. Your patient is a 7-year-old boy with T-cell acute lymphoblastic leukemia (T-ALL). In the retrospective study by Petit and
colleagues, which of the following statements about oncogenetic low-risk (gLoR) vs oncogenetic high-risk (gHiR) patients
with childhood T-ALL is correct?

h Three-quarters of patients were classified as gLoR

h In patients with NOTCH1/FBXW7 mutations, RAS/PTEN alteration was associated with better outcomes

h Five-year cumulative incidence of relapse (CIR) and disease-free survival were, respectively, 36% and 60% for gHiR patients vs
11% and 89% for gLoR patients

h Among patients with minimal residual disease (MRD) of ,1024, the 5-year CIR did not differ between gHiR and gLoR patients

2. In the retrospective study by Petit and colleagues, which of the following statements about outcomeprediction for patients
with childhood T-ALL based on a combination of oncogenetic classifier, MRD, and other factors is correct?

h Multivariable Cox models and stepwise selection showed that the 3 most discriminating variables were the oncogenetic
classifier, MRD, and male sex

h Five-year CIR was 46% in patients with a white blood cell (WBC) count of 200 3 109/L or higher, gHiR classifier, and MRD
of .1024 vs 2% in those with a WBC count of ,200 3 109/L, gLoR classifier, and MRD of ,1024

h Among high-risk patients with MRD of 1024 or higher, gHiR status did not further negatively affect outcome

h Among patients with MRD of ,1024, the oncogenetic classifier did not add to prediction of leukemia-related death

3. In the retrospective study by Petit and colleagues, which of the following statements about clinical implications of these
findings regarding outcome prediction for patients with childhood T-ALL based on a combination of oncogenetic classifier,
MRD, and WBC count is correct?

h Oncogenetic markers, MRD, and WBC count are independent outcome predictors and should be used together for individual
treatment stratification

h NOTCH/FBXW7/RAS/PTEN mutation profile combined with MRD and WBC count of 200 3 109/L or higher identified 60% of
patients who had low risk for relapse

h Previous studies also showed that a WBC count of 200 3 109/L or higher was associated with better outcomes

h The researchers proposeprospective testing of a pediatric T-ALL stratificationbased onWBC,MRD, and a 3-gene oncogenetic classifier
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