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KEY PO INT S

l We established a
Nudt15 knockout
mouse model with
which to evaluate
individualized
thiopurine therapy.

l Preemptive NUDT15
genotype–guided
thiopurine dosing can
effectively prevent
drug toxicity without
compromising
antileukemic efficacy.

Thiopurines (eg, 6-mercaptopurine [MP]) are highly efficacious antileukemic agents, but
they are also associated with dose-limiting toxicities. Recent studies by us and others have
identified inheritedNUDT15 deficiency as a novel genetic cause of thiopurine toxicity, and
there is a strong rationale for NUDT15-guided dose individualization to preemptively
mitigate adverse effects of these drugs. Using CRISPR-Cas9 genome editing, we estab-
lished a Nudt152/2 mouse model to evaluate the effectiveness of this strategy in vivo.
Across MP dosages, Nudt152/2 mice experienced severe leukopenia, rapid weight loss,
earlier death resulting from toxicity, and more bone marrow hypocellularity compared
with wild-type mice. Nudt152/2 mice also showed excessive accumulation of a thiopurine
active metabolite (ie, DNA-incorporated thioguanine nucleotides [DNA-TG]) in an MP
dose–dependent fashion, as a plausible cause of increased toxicity. MP dose reduction
effectively normalized systemic exposure to DNA-TG in Nudt152/2 mice and largely
eliminated Nudt15 deficiency–mediated toxicity. In 95 children with acute lymphoblastic
leukemia, MP dose adjustment also directly led to alteration in DNA-TG levels, the effects

of which were proportional to the degree ofNUDT15 deficiency. Using leukemia-bearingmicewith concordantNudt15
genotype in leukemia and host, we also confirmed that therapeutic efficacy was preserved inNudt152/2 mice receiving
a reduced MP dose compared with Nudt151/1 counterparts exposed to a standard dose. In conclusion, we demon-
strated that NUDT15 genotype–guided MP dose individualization can preemptively mitigate toxicity without com-
promising therapeutic efficacy. (Blood. 2018;131(22):2466-2474)

Introduction
As anticancer and immunosuppressive agents, thiopurines
(eg, 6-mercaptopurine [MP], 6-thioguanine, and azathioprine) are
highly efficacious in a variety of clinical settings.1-7 In adults and
children with acute lymphoblastic leukemia (ALL), daily exposure
to MP is the main component of maintenance therapy and es-
sential for long-term cure of this disseminated cancer.3,5,8-11

However, thiopurines are associated with dose-limiting adverse
effects, particularly in the hematopoietic tissues, with potential
morbidity and even mortality.4,12-14 Therefore, monitoring of
white blood cell count on a regular basis is clinically required to

prevent excessive bone marrow suppression. Cytotoxic effects
of thiopurines are thought to be mediated by their active me-
tabolite thioguanosine triphosphate (TGTP), the incorporation of
which into DNA (DNA-TG) triggers futile mismatch repair and
eventually apoptosis.1,15-19

Genetic polymorphisms in genes involved in thiopurinemetabolism
(eg, TPMT) can strongly influence the risk of thiopurine toxicity.20-23

In fact, preemptive TPMT genotype–guided thiopurine dose in-
dividualization has been clinically implemented to mitigate drug
toxicity and is a prototype of pharmacogenetics-driven preci-
sion medicine in cancers and autoimmune diseases.24-26 More

2466 blood® 31 MAY 2018 | VOLUME 131, NUMBER 22 © 2018 by The American Society of Hematology

D
ow

nloaded from
 http://ashpublications.net/blood/article-pdf/131/22/2466/1468347/blood815506.pdf by guest on 19 M

ay 2024

https://crossmark.crossref.org/dialog/?doi=10.1182/blood-2017-11-815506&domain=pdf&date_stamp=2018-05-31


recently, we and others identified NUDT15 as a novel genetic
determinant of thiopurine metabolism and intolerance in patients
with ALL27,28 or inflammatory bowel diseases,29most prominently in
Asians and Hispanics.27-29 As a nucleotide diphosphatase, NUDT15
is responsible for the inactivation of thiopurine metabolites by
converting TGTP to TGMP and therefore negatively regulates the
cytotoxic effects of this class of drugs.28,30 Therefore, patients with
loss-of-function germ line variants in NUDT15 (eg, rs116855232)
have increased MP activation and excessive DNA damage and
require drastic thiopurine dose reduction to avoid myelosuppression
(eg, # 92% of standard MP dosage).27,28

Although there is growing evidence in support of incorporat-
ing NUDT15 into the pharmacogenetics-based thiopurine
dosing algorithm, there is also a paucity of data to inform the
precise level of dose reduction needed for patients with various
NUDT15 genotypes to minimize toxicity without compromising
therapeutic effects. Because NUDT15 is directly linked to the
generation of thiopurine active metabolite DNA-TG, it is con-
ceivable thatMP dose could be rationally decreased inNUDT15-
deficient patients to reduce their exposure to DNA-TG to a level
that is comparable to that of wild-type patients receiving stan-
dard dose of MP, thus mitigating toxicity. However, the ability to
test this hypothesis has been hindered by the lack of faithful
laboratory model systems for preclinical evaluation. We estab-
lished a Nudt15-knockout mouse model using CRISPR-Cas9–
mediatedgenome editing, with whichwe systematically evaluated
NUDT15 genotype–based thiopurine dose reduction and its ef-
fects on hematopoietic toxicity and antileukemic efficacy in vivo.

Methods
CRISPR-Cas9–mediated genome editing to
generate the Nudt152/2 mouse
Single-guide RNAs (sgRNAs) were designed to target nucleotide
position 1 to 150 bp of the coding sequence of mouse Nudt15
(exon 3; Figure 1A) using the CRISPR design tool (http://tools.
genome-engineering.org).31 Five candidate sgRNAs were tested
for targeting efficiency in NIH3T3 cells using the T7 Endonuclease
I cleavage assay (New England Biolabs; supplemental Figure 1
[available on the Blood Web site]; oligos for each sgRNA listed
in supplemental Table 1).32 sgRNA #3 was selected for Nudt15
targeting in mouse and was transcribed in vitro using the
MEGAshortscript Transcription Kit (Thermo Fisher Scientific)
with a T7 promoter. Purified sgRNA (50 ng/mL) and Cas9 protein
(100 ng/mL; PNA Bio) were then coinjected into zygotes from FVB/
N-strain mice, which were then transferred into the oviduct of
pseudopregnant female mice from the same background. F0 mice
were bred for germ line transmission, and Nudt15 genotype was
confirmed by polymerase chain reaction and Sanger sequencing
(primers listed in supplemental Table 1). Genomic loci with po-
tential off-target edits by CRISPR-Cas9 were predicted using the
Cas-OFFinder (http://www.rgenome.net/cas-offinder/) and indi-
vidually ruled out by Sanger sequencing (supplemental Table 2).33

Animal experiments in this study were approved by the Insti-
tutional Animal Care and Use Committee of St. Jude Children’s
Research Hospital.

MP metabolism and toxicity in mice
Mice between 8 and 10 weeks of age received MP therapy in
vivo. MP was administered via intraperitoneal (IP) injection daily

at 3 dosage levels: 1, 5, or 20mg/kg per day (equivalent to 3, 15,
or 60 mg/m2 per day in children, respectively).34 Body weight
and signs of morbidity were monitored daily. Hematopoietic
toxicity was evaluated by complete blood count weekly. Mice
were euthanized when weight loss exceeded .20% (or they
became moribund) and subjected to full necropsy to evaluate
morphological changes induced by MP treatment. Organs were
dissected and fixed in 10% neutral buffer formalin, and paraffin-
embedded sections were analyzed by hematoxylin and eosin
staining. To determine thiopurine metabolite DNA-TG accu-
mulation, mice were treated with daily MP for 4 days IP (1, 5, 20,
or 40 mg/kg per day) and euthanized on day 5. Peripheral blood
and bonemarrowwere then harvested for DNA extraction. Intact
DNA was digested into deoxynucleosides with enzyme cocktail
(benzonase [Sigma], phosphodiesterase I [Sigma], and alkaline
phosphatase [Sigma]) as previously described.35 DNA-TG levels
in total pool of free deoxynucleosides were quantified by using a
liquid chromatography–mass spectrometry assay that was modified
from the previously published method.36 DNA-TG levels were
normalized to DNA quantity.

Antileukemic efficacy of MP in mice
Nudt151/1 or Nudt152/2 mice were crossed with Arf2/2 mice
(strain number, 01XB2; National Cancer Institute at Frederick) on
an FVB/N background to generate transplantable leukemic cells,
according to previous studies with slight modification.37 Briefly,
bone marrow cells of donor mice with Nudt151/1Arf2/2 or
Nudt152/2Arf2/2 genotype were transduced with retroviral
particles containing MSCV-BCR-ABL1-GFP in RPMI 1640 me-
dium supplemented with 5% fetal bovine serum, 4 mM of
L-glutamine, 100 U/mL of penicillin, 100 mg/mL of streptomycin,
and 55 mM of b-mercaptoethanol for 3 hours.37 Infected cells
were cultured in virus-free media and became cytokine
independent (transformed) between 7 and 10 days. Murine
BCR-ABL1 leukemia cells with Nudt151/1 or Nudt152/2 geno-
type were intravenously injected into the tail vein of genotype-
matched recipients between 8 and 10 weeks of age (2000
leukemia cells per mouse; supplemental Figure 2). One day after
transplantation, daily IP MP therapy (1 or 20 mg/kg per day) or
vehicle was started. Leukemia burdenwas assessed twice per week
by flow cytometric determination of GFP1 blast count in peripheral
blood. Mice were euthanized when they became moribund (eg,
excessive body weight loss, ruffled fur, hunched back, poor mo-
bility, respiratory distress), and their bone marrow and spleen were
evaluated for MP-induced toxicity and leukemia burden.

Leukocyte DNA-TGmonitoring in children with ALL
during MP dose adjustment
A total of 95 children with ALL from the Japanese Pediatric
Leukemia Study Group ALL B-12 protocol (UMIN000009339) or
Singaporean MaSpore 2003/2010 protocols38 were included in
this study. The recommended MP dosage during the mainte-
nance phase of treatment was 50 or 75 mg/m2 per day for
standard/intermediate risk or high risk, respectively. The dosage
was adjusted to a target white blood cell count of between
2.0 and 3.0 3 109 cells/L in the Japanese ALL B-12 protocol or
2.0 and 4.0 3 109 cells/L in MaSpore 2003/2010 standardized
guidelines. Peripheral blood was collected at multiple time
points duringMP dose adjustments, and the average of the daily
MP dosage over 14 days before sampling was used for additional
analyses. A total of 153 samples were analyzed, with an average
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of 1.6 samples per patient (range, 1 to 5 time points for each
patient). Of these, 22 samples from 16 individuals had been
described previously.28,39 DNAwas extracted from nucleated cells
in peripheral blood and used for DNA-TGmeasurement using the
same assay described in “MP metabolism and toxicity in mice,”
and NUDT15 was genotyped by polymerase chain reaction and
Sanger sequencing.28 This study was approved by the respective
institutional review boards, and informed consent was obtained
from the parents, guardians, and/or patients, as appropriate.

Statistical analyses
All statistical tests were 2 sided and were chosen as appropriate
according to data distribution as indicated in figure legends.
Toxicity phenotypes were compared between Nudt152/2 and
wild-type mice using analysis of variance (weight loss and leu-
kemia burden), Wilcoxon rank test (hematopoietic parameters),
andKaplan-Meier test (death resulting from toxicity and leukemia-
free survival). Correlation betweenMP dosage and DNA-TG level
was determined using Pearson’s correlation coefficient test. MP
dose–dependent accumulation of DNA-TG was modeled fol-
lowing Michaelis-Menten kinetics. Longitudinal DNA-TG change
in response to MP dose adjustments in patients was analyzed
using a mixed effect model, assuming the Michaelis-Menten
kinetics. R software (version 3.0; http://www.r-project.org/) was
used for all analyses.

Additional experimental details are included in supplemental
Methods.

Results
Mouse and human NUDT15 proteins share 89% homology at
the amino acid level (supplemental Figure 3A) and showed
comparable enzymatic activity for catalyzing the conversion of
thiopurine metabolite TGTP to TGMP (supplemental Figure 3B).
Therefore, we hypothesized that an Nudt15-knockout mouse
would be a faithful model of MP-induced toxicity in NUDT15-
deficient patients. Using CRISPR-Cas9–mediated genome
editing, we established anNudt15-deficient mouse strain on the
FVB/N background in which frameshift mutation c.78_79insT
was introduced in exon 3 of Nudt15 (Figure 1). We confirmed
that this single-nucleotide insertion completely abolished the
translation of mouse Nudt15 protein (supplemental Figure 4)
and thus likely resulted in loss of Nudt15 functions. Nudt152/2

mice were viable and did not show any gross abnormality by
histology across major organs compared with Nudt151/1 mice
(supplemental Figure 5).

To assess the effects of Nudt15 on thiopurine toxicities,
Nudt152/2 and wild-type mice were first treated with daily MP at
20 mg/kg per day (equivalent to 60 mg/m2 per day in humans)
and monitored for toxicity. Compared with wild-type animals,
Nudt152/2 mice experienced more precipitous weight loss
(P5 4.33 10210; F5 40.5; Figure 2A) and earlier death resulting
from toxicity (median survival, 12 vs 25 days in Nudt152/2 vs
Nudt151/1 mice, respectively; P 5 5.3 3 1028; Figure 2B). He-
matopoietic toxicity developed within 7 days of initiating MP and
was more severe in Nudt152/2 mice than wild-type counterparts
(Figure 3A), as reflected by significantly lower peripheral neutrophil
count (P 5 .006), hemoglobin (P 5 .016), and platelet count
(P5 .016). Therewerenodifferences in lymphocyte countbyNudt15
genotype (Figure 3A) or in hepatic toxicities (liver enzymes and total
bilirubin; supplemental Figure 6). Similarly, severe bone marrow
hypocellularity at time of death was confirmed by necropsy and
was particularly pronounced in Nudt152/2 mice receiving MP
(Figure 3B). MP treatment at this dosage level also caused damage
to the mucosal epithelial cells of the digestive tract of Nudt152/2

mice (especially in the esophagus and small intestine), whereas
this was not seen in Nudt151/1 mice (Figure 3B). The esophageal
mucosa in Nudt152/2 mice exhibited dysplasia, hyperplasia, and
hyperkeratosis, with large areas of ulceration. In the small intestine,
there was an increase in apoptotic crypt epithelial cells. Collectively,
these results provided unequivocal evidence that directly linked
Nudt15deficiency toMP toxicity in the hematopoietic tissues in vivo.

TomodelNUDT15 genotype–guidedMP dose individualization,
we next evaluated toxicity in Nudt152/2 vs Nudt151/1 mice
exposed to progressively decreasing MP dosages. In wild-type
mice, loweringMP dosage from 20 to 5mg/kg per day significantly
delayed weight loss, improved survival, and alleviated hema-
topoietic toxicity; these adverse effects were largely eliminated
when dosage was further reduced to 1 mg/kg per day (Figures 2
and 3A). In Nudt152/2 mice, toxicity was also mitigated with
decreasingMP dosage (slower weight loss [Figure 2A], prolonged
survival [Figure 2B], and less myelosuppression [Figure 3A]), but
it remained consistently more severe than that in wild-type mice
treated at the same dosages. Importantly, dose reduction from
20 to 1 mg/kg per day in Nudt152/2 mice resulted in weight loss

A

Nudt15

Nudt15+/+ Nudt15–/–

c.78_79insT

Exon 21 3 4 5

Start
codon

PAM sgRNA target site

B
CAT CCT CGC CTT CTGTGC GTC CAT CCT CGC CTT CTT GTCTGC

Figure 1. Establishment of theNudt152/2mouse model
usingCRISPR-Cas9–mediated genomeediting. (A) Mouse
wild-type Nudt15 gene consists of 5 exons, and the start
codon is located in exon 3 (top panel). Magnified region
describes sgRNA target sequence in Nudt15 (red) and
the protospacer adjacent motif (PAM) sequence (blue;
bottom panel). (B) A single base insertion of c.78_79insT
(red arrows) was created, resulting in frameshift and loss of
functional Nudt15.
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and survival patterns that were indistinguishable from those in
wild-type mice treated at 20 mg/kg per day (Figure 2). Similarly,
the peripheral blood parameters were comparable between
Nudt152/2 mice receiving this reduced MP dosage and wild-type
mice treated at the full MP dosage (Figure 3A), although the im-
provement was most significant in neutrophil and platelet counts
and less so in hemoglobin. Furthermore, loss of bone marrow
and damage to the digestive tract were substantially mitigated
or largely avoided by MP dose reduction in Nudt15-deficient
mice (Figure 3B). Taken together, these data indicated thatNudt15
deficiency–mediated MP toxicity can be effectively eliminated
by preemptive MP dose reduction.

To establish the pharmacological basis of NUDT15 genotype–
guided MP dose adjustments, we also characterized thiopurine
metabolism inNudt152/2 andNudt151/1mice. After 4 days ofMP
therapy, DNA-TG was readily detectable in peripheral leukocytes
and was positively correlated with MP dosage regardless of
Nudt15 genotype (supplemental Figure 7). Although also MP
dosage dependent, DNA-TG accumulation was significantly higher
in bone marrow cells and reached saturation at high dosages
(Figure 4A). Across dosage levels and tissue types, DNA-TG levels
were drastically higher in Nudt152/2 mice than in wild-type mice.
Assuming the Michaelis-Menten kinetics model, we estimated
that the efficiency by which MP was metabolized to DNA-TG in
bone marrow tissues was 1.8-fold higher in Nudt152/2 mice than
in wild-type mice (Vmax/Km of 10.1 6 2.1 and 5.6 6 1.5, re-
spectively). In fact, MP dose adjustment to 1 mg/kg per day in
Nudt152/2mice reducedDNA-TG level to 243.76 121.8 fmol/mg
of DNA, comparable to the level inNudt151/1 mice receiving the
full MP dosage of 20 mg/kg per day (299.1 6 63.9 fmol/mg of
DNA), which supported the reduced toxicity in Nudt15-deficient

mice with this degree of dose decrease. Therefore, our results
indicated that rational MP dose reduction in Nudt15-deficient
mice normalized their exposure to thiopurine active metab-
olite DNA-TG and thus prevented MP toxicity.

To validate these findings in patients, we also characterized
DNA-TG change in peripheral leukocytes in 95 children with ALL
during MP dose adjustments. On an individual-patient basis, MP
dosage fluctuated substantially to maintain the proper degree of
myelosuppression during ALL therapy. As in mice, there was also a
significant positive correlation of DNA-TG in peripheral blood
leukocytes with MP dosage (P5 3.43 1028; Figure 4B). Following
Michaelis-Menten kinetics, inNUDT15wild-type patients, DNA-TG
level plateaued at 543.1 fmol/mg of DNA (range, 436.3-676.1) as MP
dosage increased, whereas the maximal DNA-TG accumulation was
estimated as 830.0 fmol/mg of DNA (range, 576.1-1195.7) and
1268.3 fmol/mg of DNA (range, 625.4-2572.0) in NUDT151/2 and
NUDT152/2 patients, respectively. In vivo MP metabolism effi-
ciency (Vmax/Km ratio) increased significantly with increasing
number of the copy of defective alleles inNUDT15 (0.976 0.19,
1.3 6 0.17, and 2.2 6 0.81 for NUDT151/1, NUDT151/2, and
NUDT152/2 patients, respectively; P 5 9.1 3 1025). Therefore, as
we demonstrated in mouse models, MP dosage could be pro-
portionally reduced in NUDT15-deficient patients to achieve
the same level of DNA-TG exposure as that in wild-type pa-
tients receiving the full MP dosage thus mitigating NUDT15
deficiency–mediated toxicity.

Next, we sought to evaluate the effect of MP dose reduction
on antileukemic efficacy of thiopurine treatment in vivo. Murine
Arf2/2, BCR-ABL1,GFP leukemic cells with Nudt152/2 genotype
were significantly more sensitive to MP with concomitant
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Figure 2. Nudt15 deficiency caused accelerated weight loss and early death resulting from toxicity during thiopurine therapy in mice. Nudt152/2 or wild-type mice
received MP therapy (20, 5, or 1 mg/kg per day via IP injection) and monitored daily for weight loss (A) and survival (B). Across all dosage levels (red, brown, and green for 20, 5,
and 1 mg/kg per day, respectively), weight loss was significantly more severe and precipitous in Nudt152/2 mice compared with wild-type mice (indicated by dashed vs solid
lines, respectively), leading to significantly earlier death resulting from toxicity in the former. In panel A, each line represents the mean percent weight loss relative to baseline,
and the shade of the same color indicates standard deviation within the respective group.
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increase in intracellular DNA-TG accumulation across all MP
concentrations tested, compared with Arf2/2 BCR-ABL1 leuke-
mic cells with wild-type Nudt15 (supplemental Figure 8). These
murine ALL cells were implanted in Nudt15 genotype–matched
recipient mice to establish leukemia-bearing mouse models
(ie, concordant Nudt15 genotype in host and leukemia; sup-
plemental Figure 2). Because MP dose reduction from 20 to
1 mg/kg per day effectively mitigated host toxicity, we sought to
determine to what extent this dose reduction would affect
leukemia control in Nudt152/2 mice. Without MP treatment,
Nudt151/1 or Nudt152/2 mice showed indistinguishable pat-
terns of leukemia progression (blast percentage in peripheral
blood shown in Figure 5A; leukemia-free survival rates shown
in Figure 5B; median survival, 14 days for both Nudt151/1 and
Nudt152/2 mice). In wild-type mice with wild-type leukemia,
daily MP treatment at 1 mg/kg per day only slightly delayed
disease progression (Figure 5A), with a modest increase in
survival compared with nontreated mice (Figure 5B). By contrast,
Nudt152/2 mice treated at this low MP dosage were completely
leukemia free for the duration of the experiment, mirroring wild-

type mice receiving the full MP dosage of 20 mg/kg per day
(Figure 5). Together, these results compellingly indicate that MP
dose reduction mitigates Nudt15 deficiency–mediated toxicity
but without negative impact on therapeutic efficacy.

Discussion
Only 3 years ago, NUDT15 was identified by agnostic genome-
wide studies as a major genetic risk locus for thiopurine toxicity
in patients with inflammatory bowel disease29 or ALL.27 In fact,
patients homozygous for the defective NUDT15 alleles are at
such an elevated risk of severe toxicity that drastic dose reduction
is inevitable,27,40-43 pointing to direct clinical utility of preemptive
genetic testing. The rise of NUDT15 from a nucleotide hydrolase
with relatively unknown endogenous functions to a new pharmaco-
genetic gene with actionable effects on the toxicity of an important
class of drugs exemplifies the potential of pharmacogenomic re-
search and its immediate impact on precisionmedicine. In this study,
wedevelopedaNudt152/2mousemodel topreclinically characterize
the pharmacological basis for genotype-guided thiopurine dose
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Figure 4. Effects of MP dose adjustments on active metabolite DNA-TG accumulation in vivo. (A) Mice received daily MP injections at 4 different doe levels, and DNA-TG
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Figure 5. MP dose reduction and antileukemic efficacy in
Nudt152/2 mice. Nudt152/2 mice were used to derive murine
leukemia (Arf2/2, BCR-ABL1, GFP) with Nudt15 deficiency.
Leukemia-bearing mice (with concordant Nudt15 genotype
between host and leukemia) received IP MP therapy (20 or
1 mg/kg per day; red or green, respectively) or vehicle (blue).
Leukemia progression was monitored by quantifying the per-
centage of GFP1 cells (leukemia blast) in peripheral blood. In
panel A, each line represents the mean blast percentage, and
the shade of the same color indicates standard deviation within
the respective group. In panel B, vertical ticks indicate death
resulting from toxicity.
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reduction to mitigate toxicity. Using this model, we demonstrated
that preemptive thiopurine dose adjustment effectively prevented
NUDT15-related toxicity in vivo by normalizing systemic exposure
to cytotoxic thiopurine metabolite DNA-TG, thus establishing the
principle by whichNUDT15-guided thiopurine dose individualization
can be applied in patients.

In ourmousemodel, a 95%MPdose reduction (from 20 to 1mg/kg
per day [5% of standard dose]) seemed to be necessary to
normalize DNA-TG exposure and eliminate toxicity inNudt152/2

mice (Figures 2-4), largely in line with our prior observation that
patients with complete loss of NUDT15 tolerated only 8.3% of
standardMP dosages. It is particularly encouraging thatMP dose
reduction in Nudt152/2 mice safely preserved leukemia-free
survival using our preclinical models (Figure 5), plausibly be-
cause of increased sensitivity to MP (cell-autonomous effects)
and also greater systemic exposure to active MP metabolites
(host effects). With the assumption that 1 mg/kg per day of MP in
mice is approximately equivalent to 3 mg/m2 per day of MP in a
child, this dosage is also comparable to that tolerated empirically
by NUDT15-deficient patients when MP dosage was clinically
titrated according to leukocyte count. However, it should be
noted that MPwas administered IP in ourmousemodel, whereas
patients receive chronic MP orally, a difference with potential
effects on MP distribution. Also, MP is often used in a multidrug
context (eg, with methotrexate in children with ALL), and thus,
future mouse studies are warranted to evaluate the effects of
route of administration and comedications on thiopurine dose
reduction in those with NUDT15 deficiency before dose re-
duction is applied in these groups of patients. Combining evi-
dence from our preclinical models and retrospective studies,
it is reasonable to postulate that a dose reduction of ;90% (ie,
;10 mg/m2 per day of MP) might be appropriate to avoid ex-
cessive toxicity without negative effects on leukemia-free survival.
That said, the impact of genotype-guided MP dosing on treatment
outcome in patients with ALL might be more complicated, given
the plethora of factors contributing to leukemia cell sensitivity to
thiopurines.44-47

Although myelosuppression is the main adverse effect of thio-
purines, this class of drugs can also cause hepatic and gastro-
intestinal toxicities.48,49 MP liver toxicities are influenced by
TPMT, as clearly documented in mice,50 likely attributed to
methylated thiopurine metabolites.51 In contrast, we did not
observe any difference in hepatic damage by Nudt15 genotype
during thiopurine therapy, implying that Nudt15 is not involved
in anabolism of methylated thioguanine nucleotides.39 Inter-
estingly, thiopurine-induced damage to the digestive tract was
readily detected in Nudt152/2 mice, especially at high doses
(Figure 3B). Largely restricted to intestinal segments, lesions
were related to death of proliferative crypt cells, suggesting
excessive cytotoxic effects of thiopurines as the underlying
causes (similar to thiopurine hematopoietic toxicity). Therefore,
preemptive dose reduction in NUDT15-deficient patients may
also alleviate gastrointestinal adverese effects of thiopurines.

Nudt152/2 mice did not seem to have any developmental de-
fects, andwe did not observe any gross functional consequences
associated with the loss of this gene other than thiopurine
toxicity. Although NUDT15 has been linked to purine (especially
guanosine nucleotide) metabolism in vitro,52,53 defectiveNUDT15
alleles are not known to cause health conditions in human.

Because there are 22 NUDT genes with various nucleotide hy-
drolase activities,54 it is possible that NUDT15 plays a non-
exclusive function in nucleotide biosynthesis, which can be easily
compensated for by other NUDT genes. A comprehensive
metabolomic profiling of Nudt152/2 vs wild-type mice might
identify endogenous metabolites regulated byNudt15 and shed
light on the physiological functions of this gene.

In conclusion, using a novel Nudt15-knockout mouse model, we
established the principle ofNudt15 genotype–guided thiopurine
dose individualization, which may inform clinical implementation
of this pharmacogenetic precision medicine strategy in the large
number of patients receiving this class of essential drugs.
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